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THE PRESENCE OF AN ARYLPHORIN-TYPE
STORAGE PROTEIN AT DIFFERENT LIFE STAGES OF
OSTRINIA NUBILALIS (LEPIDOPTERA: PYRALIDAE)

ABSTRACT: Specific hemolymph proteins, termed storage proteins, are considered
to play an important role in amino acid reserves in insects. Arylphorin-type storage proteins
exist widely in insects and they appear as major proteins in the larval hemolymph. These
proteins are rich in aryl groups and are thought to act as source of aromatic amino acids for
protein synthesis during organ differentiation and adult development. In this study, we iso-
lated an arylphorin-type storage protein from the larval hemolymph of the European corn
borer, Ostrinia nubilalis Hibner (Lepidoptera: Pyralidae), and named it ostrinin. Using
polyclonal antibodies against ostrinin, raised in a mouse and a rabbit, we analyzed the pre-
sence of this protein through different stages of the life cycle of O. nubilalis. Our results re-
vealed that ostrinin was present in all life stages of the European corn borer (diapausing
and nondiapausing larvae, pupae and adults), except in the eggs.

KEY WORDS: arylphorin, metamorphosis, Ostrinia nubilalis, ostrinin, storage pro-
temn

INTRODUCTION

Holometabolous insects are thought to have developed the ability to store
amino acids for anticipated metabolic needs, especially for metamorphosis. Pu-
pae cannot take in any food, and thus the biosynthetic precursors common for
adult structures must be accumulated prior to pupation. During the final larval
stadium, large amounts of storage proteins are synthesized in larval fat body
tissue and released into the hemolymph (Telfer and Kunkel, 1991) where
they become the major constituent of the hemolymph. Once the insect ceases
feeding and prepares to pupate, these proteins are partially or wholly seque-
stered by the fat body and stored in dense protein granules (Telfer and
Kunkel, 1991; Tojo et al, 1978). Later, granules and their proteins are
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hydrolyzed to produce amino acid needed for the synthesis of adult proteins.
In the sweet potato hornworm (Agrius convolvuli), the amount of nitrogen,
which mainly reflects the total amount of amino acids, is efficiently conserved
during larval-adult development: 78—81% of the absorbed nitrogen was main-
tained in the pupal body and 40—55% still remained in the adult body (Shi -
moda and Saito, 1997).

In Lepidoptera, there are at least two kinds of storage proteins: arylpho-
rins, which have a very high aromatic amino acid content (exceeding 15%),
and methionine-rich storage proteins (Burmester, 1999; Haunerland,
1996). Both have molecular sizes of nearly 500 kDa and are composed of six
identical or similar subunits in 70—90 kDa size range (Telfer and Kun-
kel, 1991). Arylphorin-type storage proteins exist widely in insects, accoun-
ting for up to 80% of the total protein content in the hemolymph of last instar
larvae (Sekeris and Scheller, 1977). These proteins are rich in aryl
groups and are thought to act as source of aromatic amino acids for protein
synthesis during metamorphosis and development (Levenbook and Bauer,
1984).

In this study, we isolated an arylphorin-type storage protein from the lar-
val hemolymph of the European corn borer, Ostrinia nubilalis Hiibner (Le-
pidoptera: Pyralidae) and named it ostrinin. Using polyclonal antibodies aga-
inst this protein, we analyzed the presence of ostrinin in the eggs, hemolymph
and fat body of diapausing and nondiapausing larvae, as well as in pupae and
adults, in order to shed more light to developmental pattern of this storage
protein in O. nubilalis.

MATERIAL AND METHODS
Chemicals

All of the chemicals used in this study were purchased from Sigma Che-
mical Company (St. Louis, MO, USA), unless indicated otherwise.

Sample preparation

Larvae (diapausing and nondiapausing) and pupae of the European corn
borer, Ostrinia nubilalis Hibner (Lepidoptera: Pyralidae) were collected
from maize plants in the fields of the Vojvodina Province, Serbia. Eggs and
adults were supplied by Dr. F. Baca, Maize Institute, Zemun polje, Serbia.
Larvae were carefully brushed to remove potentially contaminating particles.
Prolegs of larvae were cut with scissors and hemolymph was squeezed out into
1.5-ml Eppendorf tubes containing a few crystals of phenylthiourea (PTU).
After removal of hemocytes and cell debris by centrifugation at 12000 g for 5
min at 4°C, the supernatant was diluted two-fold with phosphate-buffered sali-
ne (PBS: 50 mM potassium phosphate, 150 mM NaCl, pH 7.4) containing 10
mM EDTA, 0.1 mM phenylmethyl sulfonyl fluoride (PMSF) and a few cry-
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stals of PTU. Samples were divided into aliquots and stored at —20°C for later
analysis. Larval fat bodies were dissected in ice-cold PBS, rinsed several times
in the same buffer, divided into aliquots and then stored at —20°C until use.
Prior to analysis, fat bodies were homogenized in 5 vol. of PBS containing 10
mM EDTA, 0.1 mM PMSF and a few crystals of PTU, and centrifuged at
12000 g for 5 min at 4°C. Eggs, pupae and adults were homogenized in
1.5-ml Eppendorf tubes, using the same buffer as mentioned above. Samples
were than centrifuged at 12000 g for 5 min at 4°C. Resulting supernatant was
divided into aliquots and stored at —20°C for later analysis.

Electrophoresis and elution of proteins

Native polyacrylamide electrophoresis (native-PAGE) was carried out in a
Bio-Rad Mini-PROTEAN II unit (Richmond, CA, USA) according to the met-
hod described by Laemmli (1970). Electrophoresis was performed on 10%
separating gel, overlaid with 4% stacking gel, at a constant voltage of 25
V/cm. After native-PAGE, gel areas containing proteins of interest were sliced
away from the rest of the gel, cut into a few millimeters thick sections and
then incubated overnight at 4°C in PBS containing 10 mM EDTA, 0.1 mM
PMSF and a few crystals of PTU. Afterwards, incubated gel pieces were cen-
trifuged at 12000 g for 5 min at 4°C, using Ultrafree-MC filter unit (pore size
0.45 wm). Purity of eluted proteins was tested using native-PAGE. After elec-
trophoresis, separated proteins were stained with 0.1% Coomassie Brilliant
Blue R250 dissolved in water:methanol:acetic acid (50:40:10) solution. Protein
content was determined by the method of Lowry et al. (1951), with bovine
serum albumin (Boehringer Mannheim, Germany) as a protein standard.

Antibody preparation

Polyclonal antibodies against ostrinin were raised in a mouse and a rab-
bit. About 1 pg of the purified ostrinin was emulsified with Freund’s complete
adjuvant (FCA) and injected intraperitonealy into a mouse. After three weeks,
2 ug of protein were emulsified with Freund’s incomplete adjuvant (FIA) and
injected intraperitonealy. After three weeks, second and third booster injections
were repeated with 5 ug and 125 pg of protein, respectively. Both were injec-
ted subcutaneously at three-week intervals. Ascites fluid was collected three
weeks after the last injection, centrifuged, and the remaining fluid was divided
into aliquots and than stored at —20°C until use.

About 10 ug of the purified ostrinin was emulsified with equal volume of
FCA and injected into several positions on the back of a rabbit, followed by
two booster injections at three week intervals with 15 ug and 20 ug of protein
in FIA, respectively. The rabbit was bled two weeks after the last injection and
the obtained serum was divided into aliquots and stored at —20°C until use.
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Immunoelectrophoresis

Immunoelectrophoresis was performed on microscope slides coated with
1% agarose prepared in Michaelis buffer, pH 8.2. Electrophoresis was perfor-
med on CAMAG apparatus (Muttenz, Switzerland) within 60 min, at a con-
stant voltage of 220 V. After electrophoresis, antiserum or ascites fluid was
placed in a channel and slides were incubated overnight at 4°C to allow the
formation of the precipitation arcs. Afterwards, gels were incubated in 1%
NaCl for 12 hours, then stained with 0.5% Amido Black dissolved in metha-
nol:acetic acid (9:1) solution and destained in the same solvent for maximum
contrast Johnstone and Thorpe, 1982).

RESULTS

After several injections of the pure ostrinin into a mouse, specific poly-
clonal antibodies against this storage protein were detected in the ascites fluid.
This was confirmed by immunoelectrophoresis, where only one precipitation
arc was formed (Figure 1).

—

e e e e e =
—
—_—
Figure 1. — Immunoelectrophoresis of the pure ostrinin
to the mouse ascites fluid containing antibodies against ostrinin.

(1) dilution of ascites fluid 1:1; (2) dilution of ascites fluid 1:10;
(3) dilution of ascites fluid 1:100

The same immunological reaction was observed upon immunoelectropho-
resis of the whole larval hemolymph, indicating the specific affinity of these
antibodies against ostrinin (Figure 2).

Antiserum against ostrinin was obtained from a rabbit, and the presence
of polyclonal antibodies was analyzed by immunoelectrophoresis. As shown in
Figure 3, only one precipitation arc was observed.
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Figure 2. — Immunoelectrophoresis of the larval hemolymph of O. nubilalis to the
mouse ascites fluid containing antibodies against ostrinin. (1) dilution of ascites fluid 1:1;
(2) dilution of ascites fluid 1:10

Figure 3. — Immunoelectrophoresis of the pure ostrinin to the rabbit antiserum
against ostrinin. (1) dilution of antiserum 1:1; (2) dilution of antiserum 1:10

Figure 4. — Immunoelectrophoresis of the larval hemolymph of O. nubilalis to the rabbit
antiserum against ostrinin. (1) dilution of antiserum 1:1; (2) dilution of antiserum 1:10

Figure 5. — Immunoelectrophoresis of O. nubilalis samples to the mouse ascites
fluid containing antibodies against ostrinin. (1) hemolymph DL; (2) hemolymph NDL;
(3) fat body DL; (4) fat body NDL; (5) pupae derived from NDL; (6) pupae derived

from DL; (7) adults. DL = diapausing larvae; NDL = nondiapausing larvae



Only one precipitation arc was also formed upon immunological reaction
of the whole larval hemolymph with antiserum against ostrinin, confirming the
specific affinity of this antiserum towards ostrinin (Figure 4).

Using polyclonal antibodies against ostrinin, we analyzed the presence of
this protein in different stages of the life cycle of O. nubilalis. As shown in
Figure 5, ostrinin was present in all life stages of O. nubilalis (diapausing and
nondiapausing larvae, pupae and adults), except in the eggs.

DISCUSSION

During the last larval instar, many insects synthesize in the fat body and
secrete into the hemolymph large amounts of proteins with high molecular
weight (approximately 500 kDa). It is thought that these proteins primarily act
as a source of amino acids and therefore are categorized as storage proteins.
Previously, we have identified four major, high molecular weight proteins (na-
med P1, P2, P3 and P4) in the hemolymph of the fifth-instar diapausing larvae
of Ostrinia nubilalis (unpublished data). Based on their physico-chemical and
immunological properties we concluded that P2 and P3 were methionine-rich,
while P1 did not belong to the group of storage proteins. Based on its mobility
in native- and SDS-PAGE and its affinity to antibodies against storage prote-
ins of Spodoptera litura (gift from prof. Tojo), we identified P4 as arylpho-
rin-type protein and named it ostrinin, in accordance with the suggestion of
Thomson (1975) that storage proteins should be named after the species in
which they were found.

In the present study, we analyzed the presence of ostrinin in the eggs,
hemolymph and fat body of diapausing and nondiapausing larvae, in pupae
and adults of O. nubilalis. Polyclonal antibodies against ostrinin, raised in a
mouse and a rabbit, were used for immunological analysis. The presence and
specific affinity of antibodies from the ascites fluid were tested with the pure
ostrinin (Figure 1) and with the whole hemolymph (Figure 2). Only one preci-
pitation arc was formed in each case, confirming good immunological proper-
ties of the obtained polyclonal antibodies. Clearly visible precipitation arc was
detected even with 100-fold dilution of ascites fluid (Figure 1), which indica-
tes a good titer of antibodies. Antiserum with polyclonal antibodies against
ostrinin, obtained from a rabbit, was also tested with the pure ostrinin (Figure
3), as well as with the whole larval hemolymph (Figure 4), and only one pre-
cipitation arc was formed upon immunological reaction, confirming the speci-
fic affinity of this antiserum towards ostrinin. As shown in Figure 3, clearly
visible precipitation arc was formed with 10-fold dilution of rabbit antiserum,
indicating the lower titer of antibodies when compared with the mouse ascites
fluid. Therefore, we have decided to use the ascites fluid for further analyses.
We analyzed the presence of ostrinin at different stages of the life cycle of O.
nubilalis. Our results revealed that ostrinin was present in all life stages,
except in the eggs (Figure 5). These results are in accordance with the obser-
vations of other authors that storage proteins usually appear first in different
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larval stages. In Hyphantria cunea, two storage proteins were observed to ap-
pear for the first time in hemolymph and fat body in the last instar larvae
(Song et al, 1997). Furthermore, only very low levels of two methioni-
ne-rich storage proteins were present in the second instar larvae of Plodia in-
terpunctella, but both mRNAs dramatically increased during the third instar,
and peaked in the fourth/last instar (Zhu et al., 2002). In Drosophila melano-
gaster (Roberts et al., 1991) and Calliphora vicina (Levenbook and
Bauer, 1984), concentration of the larval hemolymph protein increased just
before pupation and than decreases in the pupal stage, whereas it was maintai-
ned at a low level during the adult stage. Moreover, similar developmental
changes were observed for two storage proteins of Bombyx mori (Tojo et al.,
1980). Until recently, the role of amino acid storage in adult forms of Lepi-
doptera has been largely overlooked. The recent results of Telang et al
(2002) show that both male and female pharate adults of Heliothis virescens
retained a portion of total storage protein levels, although females retained gre-
ater levels overall. In females, post-eclosion protein reserves are likely used
toward egg manufacturing, while the role of protein reserves in males remains
speculative. Storage protein retention has also been observed in Plutella xylo-
stella adults (Wheeler et al.,, 2000), while arylphorin was found to be ef-
fective in providing amino acids for vitellogenesis and chorion formation in
pharate adult Actias luna moths (Pan and Telfer, 1996).

In conclusion, this study revealed a continuous presence of ostrinin, an
arylphorin-type storage protein, during the life cycle and metamorphosis of O.
nubilalis. Future work should reveal whether ostrinin possesses a specific role
in regulation of complex metabolic processes involved in metamorphosis and
egg production.
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MPUCYCTBO PE3EPBHOI' TIPOTEMHA TUIIA APUJID®OPUHA ¥
PABIIMYUTUM CTAINIYMUMA PA3BURA OSTRINIA NUBILALIS
(LEPIDOPTERA: PYRALIDAE)

Kcenwuja J. Tamku!, bojana Bb. Cranuh?, T'opgana H. I'py6op-Jlajimh?
I HanmonanHa nabopatopuja 3a UCIIUTHBame ceMeHa, Makcuma ['opkor 30
21000 Hosu Can, Cpbuja u llpHa T'opa
2 TlpupomgHO-MaTeMaTHUYKA (akyiTeT, JemaprMaH 3a GUOJIOTHjy W EKOJOTHjY
Tpr Hocureja Obpamouha 2, 21000 HoBu Can, Cpb6uja u Ilpna I'opa

Pesnume

CmaTpa ce Ja KOJ MHCeKaTa BakKHY YJIOry y Toriedy obesdoehuBama pesepBu
AMUHOKUCEIMHA UMajy crieuM(UIHN TTPOTeHU U3 XeMojumMdbe, KOju ce Ha3uBajy pe-
3epBHU MPOTeMHU. Pe3epBHU MPOTEMHM TUMa apuadopuHa Cy HIMPOKO pacrpocTpa-
HEHM KOJI MHCeKaTa W TMpeICcTaBibajy IIaBHE MpOoTenHe y JapBaiHoj xemonumbu. OBu
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MPOTEUHU cy OoraTu apui-rpyrnaMa, Te MpeacTaB/bajy M3BOP apoOMATUUYHMX aMUHOKM-
CeJlMHa 3a CMHTE3y MpoTerHa TOKOM audepeHlMjaiimje opraHa U pa3Buha amynra. Y
OBOM pajly je M30JI0BaH Pe3epBHU MPOTEWMH TUMa apuidopuHa u3 xemosumdbe JapBu
KYKypy3HOr TuiaMeHua, Ostrinia nubilalis (Lepidoptera: Pyralidae), v Ha3BaH je oCTpU-
HuH. [IpucycTBO OBOT MpOTeMHA KPO3 PAa3IMUMTE CTAaAUjyMe >KMBOTHOT Lukiayca O.
nubilalis je aHaTU3UPaHO YMOTPEOOM TIOJMKIOHCKMX aHTUTEJIA HAa OCTPUHUH I00uje-
HUX MMYHM3alMjoM MUIla 1 3ela. Pe3yaratu uctpakuBama Cy MOKa3au J1a jeé OCTpU-
HUH TPUCYTaH y CBUM CTajJujymMHUMa pa3Buha KyKypy3HOT IulameHIlia (nujaray3upajyhe
U Henujanaysupajyhe ryceHuile, JIyTke M amyjTh), U3y3eB y jajuMa.
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ALLOZYME PATTERN FOR NEW RECORD OF
CRASPEDACUSTA SOWERBII IN SERBIA

ABSTRACT: Cosmopolitan freshwater jellyfish Craspedacusta sowerbii Lanke -
ster, 1880 (Cnidaria, Hydrozoa) was recorded for the first time in the lake Velika peskara
near Zrenjanin (Serbia and Montenegro) in summer 1998. A natural population of C.
sowerbii from the lake Velika peskara was analyzed for genetic variability at 9 enzyme loci
(Gpi, Hk, 1dh-1, 1dh-2, Me, Mdh-1, Mdh-2, Pgm and Sod) by polyacrylamide gel electrop-
horesis. A zymogram indicated that population was monomorphic at all analyzed loci.

KEY WORDS: allozymes, Craspedacusta sowerbii, freshwater jellyfish, polyacryl-
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INTRODUCTION

Several species of inland water medusae have been described from locati-
ons all over the world. Freshwater species are widespread in most tropical-sub-
tropical areas. In temperate areas they are found only in summer (Dumont,
1994). All freshwater medusa species (except Halmomises) belong to the fa-
mily Olindiidae (Hydroidomedusa, Limnomedusae). Craspedacusta sowerbii
Lankester, 1880 is the only species from the genus Craspedacusta descri-
bed as cosmopolitan while the others are restricted to East Asia. The life cycle
of C. sowerbii includes both a polyp stage and a free-swimming, sexually re-
producing medusa stage. The polyp stage is solitary, or it forms small rep-
tant colonies of 2—4, rarely 7 members (Bouillon and Boero, 2000).
Like most Cnidaria, C. sowerbii is an opportunistic predator. Both polyps and
medusae feed on various zooplankton taxa (DeVries, 1992; Dumont,
1994).

The objective of this study was to analyze the genetic variability of C.
sowerbii population from the lake Velika peskara using allozyme electropho-
resis.
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MATERIAL AND METHODS

A natural population (26 specimens) of Craspedacusta sowerbii was col-
lected in mid-August 1998 from the lake Velika peskara near Zrenjanin, Serbia
and Montenegro (Figure 1). Genetic variation was studied by standard 5%

Figure 1. The lake Velika peskara near Zrenjanin (Serbia and Montenegro)

polyacrylamide gel electrophoresis (Munstermann, 1979) with slight mo-
difications (Milankov, 2001). Tris-Boric-EDTA (pH 8.9) buffer was used
to assay glucosephosphate isomerase (5.3.1.9; GPI), hexokinase (2.7.1.1; HK),
malic enzyme (1.1.1.40; ME), phosphoglucomutase (2.7.5.1; PGM) and super-
oxide dismutase (1.15.1.1; SOD). Tris-Citric (pH 7.1) buffer was used to assay
isocitrate dehydrogenase (1.1.1.42; IDH, two loci: Idh-1, Idh-2) and malate
dehydrogenase (1.1.1.37; MDH, two loci: Mdh-1, Mdh-2). Loci were numbe-
red and alleles marked alphabetically with respect to increasing anodal migra-
tion.

RESULTS AND DISCUSSION

Allozyme electrophoresis has been used to delineate morphologically si-
milar marine taxa within the superclass Hydrozoa. A population-genetic ana-
lysis of 14 polymorphic loci in populations of Aurelia species from four dis-
tinct sites revealed the presence of fixed alleles at seven loci (Idh-1, Idh-2,
Pnp, Sod-1, Sod-2, Est-1 and Est-2). Further supported by significant fre-
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quency differences at the Cat, Estd, Peplgg, Gtdh and Peplp loci, this has been
compelling evidence that each Aurelia group is a distinct species (Green -
berg et al., 1996). Analysis of gene-enzyme variability of the Lap, Est and
Acp enzyme systems, and the application of electrophoretic data helped to elu-
cidate the status of and relationships among 7 hydroid species from the family
Campanulariidae (O stman, 1982).

The analysis of allozyme variability at the Gpi, Hk, Idh-1, Idh-2, Me,
Mdh-1, Mdh-2, Pgm and Sod loci in the natural population of C. sowerbii (Fi-
gure 2) from Velika peskara revealed the presence of only one allele at each

Figure 2. An adult specimen of Craspedacusta sowerbii
Lankester, 1880 from the lake Velika peskara near Zrenjanin

locus. Monomorphic loci Idh-1, Idh-2, Mdh-1, Mdh-2, and Sod were also regi-
stered in all analyzed populations of Aurelia sp., which corresponds to the re-
sults in this study. Absence of heterozygotes was observed at all enzyme loci
analyzed for C. sowerbii that were included in the gene-enzyme variability
analysis of the aquarium-cultured population of Aurelia sp. from Japan. This
population of Aurelia sp. was heterozygous only at Pnp and Estd loci that
were not assayed in C. sowerbii. Because of inconsistent activity, Hk, Pgm,
and Mdph-2 enzyme loci were not included in the analyses of Aurelia sp.
(Greenberg et al., 1996), while distinct banding patterns were recorded
for C. sowerbii.

Possible reasons for the absence of genetic variability in the analyzed po-
pulation are probably correlated with the pattern of its migration and reproduc-
tion. More than 120 years ago C. sowerbii spread from South America to all
parts of the world except Antarctic, by passive dispersal (aquatic plants, fish,
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human activity) (Dumont, 1994; Boothroyd et al.,, 2002). The species
C. sowerbii has been registered only in a few locations in Serbia: in a pond by
the Morava River near Cuprija (Grozdanovi¢ and Manojlovid, 1958),
in the Danube river near Novi Sad, in the lake Sava in Belgrade (Kalafa-
ti¢ et al.,, 1999), and in the lakes Velika peskara and Mala peskara near Zre-
njanin (Radi$ié, personal communication). Formed at the site of an old
sand pit, the lake Velika peskara is a recent (less than 20 years old) artificial
water basin. It is probable that C. sowerbii was introduced to this site, since it
has no natural connections with other locations. Also, predominance of a sin-
gle sex was regular in the populations of the analyzed species (Pannek,
1956; according to Kalafatié¢ et al., 1999). This unisexuality is believed
to result from the small size (possible one resting stage) of the introduced pro-
pagules (Dumont, 1994). In addition, since the life cycle of C. sowerbii, li-
ke most cnidarians, includes asexual reproduction, a possibility of sampling
clones within the populations must be considerable. Specimens of the Japanese
population of Aurelia from aquarium culture were identical at all loci, indica-
ting that they were clonemates (Greenberg et al.,, 1996). Finally, based on
the above data, it can be assumed that genetically identical medusae of the
analyzed population of C. sowerbii are the first generation, originating by bud-
ding of polyps recently introduced to the lake Velika peskara.
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AJIOSNMCKA AHAJIM3A HOBOI' HAJIA3A BPCTE
CRASPEDACUSTA SOWERBII' Y CPBUIN

Jacmuna Jb. Jlymomiku, BecHa P. Munankos, I[peapar K. Paguiuh
JlenaptmaH 3a Ouosorujy u exosnorujy, YHusep3uteT y HoBom Cany
Tpr Hocureja O6pamosuha 2, 21000 Hosu Can, Cp6uja u LlpHa I'opa

Pesume

Kocmononurcka cnatkoBogHa menysa Craspedacusta sowerbii Lankester, 1880
(Cnidaria, Hydrozoa) peructpoBaHa je MpBU IyT y BelITaYKOM je3epy Besnka meckapa
ko 3pewanuHa (Cpouja u Upua T'opa) y aero 1998. IpuponHa nonynaiuja Bpcte C.
sowerbii 13 je3epa Benuka meckapa TpoydyeHa je METOIOM ITOJIMAKPYIIAMMI TeJl eIeK-
Tpodhopede M MPUTOM je aHaIM3upaHa TeHEeTHYKa BapMjaOMIIHOCT 9 €eH3MMCKMX JIOKyca
(Gpi, Hk, Idh-1, Idh-2, Me, Mdh-1, Mdh-2, Pgm u Sod). TymaueweM 3uMorpama yTBp-
Hena je MOHOMOPMHOCT CBUX aHaIUM3UPAHUX JIOKyca mnomyjaauuje. OAcycTBO reHeThY-
Ke BapujaOMJIHOCTH Y aHAJIM3UPAaHO]j TOMYJIALMj BEPOBATHO je Pe3y/ITaT MacUBHE JHC-
nep3uje 1 CMeHe MOJIHOT M OeCIOoJHOr pa3MHOKaBarba Bpcte C. sowerbii, T€ je MOTy-
hie ma cy TeHeTWYKM WACHTUYHE jeIMHKE TpBa TeHepalldja Meay3a HACTaIUX ITyTUbe-
HEeM MOJIMIIA KOjUu Cy HEeIaBHO MHTPOAYKOBaHU Yy je3epo Benuka meckapa.
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BIOENERGETIC ASPECTS OF COMPETITION
BETWEEN NITROGEN METABOLISM AND
CARBOHYDRATE SYNTHESIS IN SMALL GRAINS

ABSTRACT: Yields of small grains have been significantly increased in recent deca-
des, primarily by breeding. No corresponding progress has been made regarding protein
content in the grain. That was mostly due to a negative correlation existing between yield
level and protein content. Protein synthesis requires a much larger amount of energy that
that required for carbohydrate synthesis. A hypothesis explains this negative correlation by
competition for energy between nitrogen metabolism and carbohydrate synthesis. The pro-
ponents of this hypothesis surmise that nitrate reduction unfolds mostly at the expense of
the energy released upon oxidation of carbohydrates and organic acids (heterotrophic), and
not at the expense of light energy (autotrophic). In small grains, nitrate reduction takes pla-
ce mostly in leaves, i. e., it is autotrophic. Under conditions of optimum nitrogen supply,
protein content and yield per unit area increase but grain yield does not decrease although it
could be expected if there existed a competition for energy between nitrogen metabolism
and carbohydrate synthesis. Protein content reduction in consequence to yield increase could
be explained by the dilution effect, as evidenced by similar reductions of other substances
in the grain, for example mineral elements. When considering the competition for energy
between nitrogen metabolism and carbohydrate synthesis, it should not be overlooked that
nitrogen stimulates the energy transport in plants indirectly, by stimulating the photosynthe-
tic activity and thus the utilization of light energy by plants.

KEY WORDS: bioenergy, protein content, yield

INTRODUCTION

In the course of seed filling, reserve substances needed for the heterotrop-
hic stage in plant life, i. e., for germination, are accumulated. Carbohydrates,
proteins and oils are most frequent reserve substances in seed. Depending on
the prevalence of one of these three groups of organic substances, plants can
be divided into those predominantly accumulating carbohydrates (corn, wheat,
rice), proteins (soybean, bean) and oil (sunflower, flax). There are many transi-
tional plants among these three main groups (Kastori, 1984). The different
reserve substances in seed require different amounts of energy to synthesize.
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The energy released by the oxidation of 1 g of glucose may synthesize 0.8 g
of starch but only 0.4 g of proteins. In other words, protein synthesis requires
much more energy than carbohydrate synthesis (Penning de Vries et
al., 1974). Competition for energy required for carbohydrate and protein syn-
thesis could be a limiting factor for protein synthesis and a reason for negative
correlation between yield level and protein content (Bhatia and Rabson,
1976).

Numerous studies have reported the existence of negative correlation
between grain yield and protein content in grain in different varieties of small
grains (Fossati et al, 1993; Peltonen-Sainio and Peltonen,
1994; Stoddard and Marshall, 1990; Michler et al., 1988; Feil,
1997) and, in most cases, the existence of positive correlation between grain
yield and protein yield (Simmonds, 1995). Old varieties of small grains
typically had a higher protein content than the new, higher yielding ones. This
reduction in protein content was due to the dilution effect or genetic, ecolo-
gical or physiological reasons. Unfavorable weather conditions may reduce
1000-seed mass. This reduction is a consequence of lower starch accumulation.
Simultaneously, protein content increases but this protein yield is lower than
that obtained under optimum conditions of grain forming and filling (Balint,
1977). In this connection, the question is raised to which extent is the competi-
tion between nitrogen assimilation for protein content and carbohydrate con-
tent based on the competition for energy.

Bioenergetic aspects of nitrate assimilation

Plants take up nitrogen predominantly in the form of nitrate and ammoni-
um ions. In the soil with favorable chemical and physical properties, nitrifica-
tion is quite intensive. This is why plants take the largest part of nitrogen in
the nitrate form. The physiological values of nitrate and ammonium ions are
more or less equal in most plants; however, they need different amounts of
energy to take part in plant metabolism. While ammonium ions join directly
the biosynthesis of amino acids, i. e., proteins, nitrate ions must first be redu-
ced, which requires energy. The extent to which nitrate reduction burdens the
plant energy balance depends on the plant part in which the reduction takes
place. In chlorophyll-containing tissues, reduction equivalents are provided by
the light phase of photosynthesis, FS,, i. e., by reduced ferredoxin (nitrite re-
duction)

NO;~ + 2e- + 2H* nitrate-reductase, NO,~ + H,0,

NO,” + 6e” + 6H* nitrite-reductase, NH; + H,O + OH-

This autotrophic system of nitrate reduction uses small amounts of energy,
because, among other things, there is no energy loss on photorespiration
(Schrader and Thomas, 1981). If a plant receives sufficient light and
carbon dioxide assimilation is moderate, there occurs an excess photochemical
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energy. The expenditure of this energy, which fuels a reaction taking place in
chloroplasts, i. e., the nitrite reduction to glutamate, is not too exacting for the
plant. Opinions have been voiced that, under such conditions, even the nitrate
reduction taking place in the cytoplasm does not overtax the plant energy ba-
lance (Miflin, 1980).

Nitrate reduction also takes place in tissues that do not contain chloro-
phyll, for example in those that make the root. The required energy, i. e., the
reduction equivalents needed for this heterotrophic nitrate reduction provides
the oxidation of organic acids and carbohydrates. The energy needed for hete-
rotrophic nitrate reduction is approximately double that needed for autotrophic
reduction. It follows from this that, from the point of energy consumption, it
matters in which plant part nitrate reduction takes place. Nitrate-reductase di-
stribution differs among plant species (Kastori and Petrovid¢, 2003). In
most plants, nitrate reduction occurs in the root and the aboveground plant
part. Only a limited number of plant species has this process occurring exclu-
sively in the root or in the aboveground part. According to Andrews
(1986), in small grains grown in a moderate climate, as much as 90% of the
absorbed nitrates are reduced in the aboveground part, i. e., in the leaves that
receive maximum light. The results of Petrovi¢ and Kastori (1991)
showed that in wheat the intensity of nitrate reduction was higher in the abo-
veground part than in the root. With increased access to light, nitrate-reductase
activity increases more in the aboveground part than in the root. Effect of light
on nitrate-reductase activity depends on plant provision with nitrates and
genotype. The effect of light is more pronounced when the plant is abundantly
supplied with nitrates. This strategy regarding the site of nitrate reduction
allows the plant to efficiently utilize light energy for nitrate reduction, which
improves the energy balance in the plant. Under the conditions of intermediate
nitrate supply, the intensity of nitrate reduction is much higher in the above-
ground part than in the root. High or low nitrate concentrations in the nutritive
medium lower the difference in intensity of nitrate reduction between the abo-
veground part and the root. In the same plant species, the rate of nitrate reduc-
tion in the root increases together with the increase in ambient temperature.
These and other research results show that numerous ecological factors affect
the site of nitrate reduction. They also highlight the importance of nitrate-re-
ductase in nitrate assimilation (Simmonis and Moss, 1978; Kastori
and Petrovidé, 2003).

Generally speaking, under the conditions of inadequate energy supply,
competition for energy needed for carbon dioxide fixation and nitrate reduc-
tion is more favorable in the root. The time of most intensive reduction of ni-
trates and assimilation of carbon dioxide in the course of the day and the site
of these processes in the plant tend to overlap. Adequate light supply during
midday probably supplies sufficient energy for both, nitrate reduction and car-
bon dioxide assimilation, mitigating the competition for energy required for
the synthesis of carbohydrates and nitrogen metabolism.
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Relationships among protein content, carbohydrate content
and yield level

Numerous studies have indicated that the metabolisms of carbohydrates
and nitrogen are mutually related Izmajlov and Smirnov, 1985). Opi-
nions are contrasted regarding the competition for energy between nitrogen
metabolism and carbohydrate synthesis (Feil, 1998). According to Bhatia
and Rabson (1976), the negative correlation between grain yield and pro-
tein concentration in grain proves that such competition does exist. The aut-
hors who are in favor of the hypothesis on the competition between nitrogen
metabolism and carbohydrate synthesis start from the assumption that nitrate
reduction unfolds primarily at the expense of the energy obtained from the de-
composition of carbohydrates and organic acids. This is not the case with cere-
als, since they reduce nitrates predominantly in leaves, mostly at the expense
of light energy.

Adequate plant supply with nitrates not only increases energy consump-
tion but also, indirectly, increases energy production. Nitrogen increases chlo-
rophyll content, leaf area and duration and intensity of photosynthesis, which
in turn increase the synthesis of carbohydrates (Badlint, 1977; Sztaneyv,
1981). Additionally, a significant portion of the acquired nitrogen accumulates
in RuBP-carboxylase and PEP-carboxylase; the contents of these enzymes in-
crease simultaneously with the increase in plant provision with nitrogen. The
chloroplasts of the C, plants accumulate significant amount of nitrogen in the
form of rubisco (Millard, 1988). Rubisco is considered the major protein in
chloroplasts’ stromata. In most plant species, its concentration in chloroplasts
exceeds 50% of the total protein content in leaves (Edwards and Walker,
1983). In that way, under the conditions of adequate nitrogen supply, the in-
creased energy requirement needed for nitrogen metabolism is compensated
for a greater part, or even an excess energy is produced which may be used
for the synthesis of other compounds.

Numerous research results have indicated that only high nitrogen doses
affect protein content; low doses primarily affect yield level (Kastori, 1967).
Protein content in grain of plants insufficiently provided with nitrogen is so-
metimes higher than that in plants that received optimum nitrogen nutrition.
This apparent contradiction ensues from the fact that, under optimum nitrogen
nutrition, photosynthetic activity in plants is increased, which in turn intensi-
fies the production of photosynthates used for grain growth. Under such condi-
tions, although plants take up a larger amount of nitrogen, the relative protein
content may be lower because of increased organic matter production, i. e., be-
cause of larger dilution. This explains why low and medium doses of nitrogen
fertilizer have no effect on protein content. Protein content will increase only
if the dose of nitrogen fertilizer is so high that nitrogen compounds accumula-
te in plant tissues in spite of increased production of organic matter.

In support to this explanation of nitrogen effect on protein content goes
the fact that in dry years, in which the nitrogen uptake and production of orga-
nic matter are considerably reduced because of insufficient water supply, the
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protein content in grain is invariably higher than in humid years in which the
production of organic matter is increased.

It has been established that excessive nitrogen nutrition reduces the con-
tent of carbohydrates. Kastori (1964) found that corn fertilization with 200
kg N/ha reduced the contents of starch and oil in grain by 2.44% and 0.12%,
respectively, while the yield of grain increased instead of going down. This
was an indication that in the case of excessive nitrogen nutrition, the major
part of the primary photosynthetic products is used for the synthesis of nitro-
gen compounds, i. e., amino acids, at the expense of the synthesis of carbo-
hydrates. Hehl and Mengel (1972) found that in the English ryegrass the
increase in ammonium nitrate dose resulted in increases of dry matter and ni-
trogen content and decreases of the contents of starch, sucrose and polyfructo-
sane. These results too indicated that increased nitrogen supply caused the dif-
ferent metabolic processes to compete for photosynthates. Since a significant
yield increase occurred subsequently instead of yield reduction, the reduction
in carbohydrate content could not be attributed to the competition for energy
between nitrogen metabolism and carbohydrate synthesis. If the competition
for light energy between nitrogen metabolism and carbohydrate synthesis had
been high, the yield would have been reduced in the case of excessive nitro-
gen nutrition and the related increase in protein synthesis. This, however, was
not the case (Bdzinger etal, 1994; Zerulla and Knittel, 1988). All
this seems to indicate that the negative correlation between yield level and
protein content does not have a bioenergetic background but that it is prima-
rily due to the dilution effect.
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BUOEHEPIETCKHM ACITEKTM KOHKYPEHLUMWJE METABOJIM3MA
A30TA U CHUHTE3E YITbEHUX XWUJPATA V XXUTA

Pynond P. Kactopu, Hosuma M. IlerpoBuh
IMomonpuspeaHu dakyater 1 HaydHu MHCTUTYT 3a paTapcTBO M MOBPTAPCTBO
HoBu Can, Tpr Jocureja O6pagoBuha 8

Pesnme

HajsnauajHuje pe3epBHe MaTepuje y 3pHY »KUTa Cy Ipe CBera yr/beHW XUIPaTU
(ckpob) u mporeuHu. Canpikaj MpoTeMHA y BeJIMKO] Mepu oapehyje xpaHUIOEeHY U
TEeXHOJIOIIKY BPEIHOCT 3pHa KuTa. M3mel)y BucrHe nmpuHoca 1 KOHLIEHTpaLuje IIpoTe-
MHa y 3pHYy T'€HOTHUIIOBA JKMTa OOUYHO je HeraTuBHa Kopenauuja. [ToBehamwe reHeTckor
MoTeHIMjaja IpuHOca y BehmHU cilydajeBa IOBEIO je OO CMaibelba KOHIICHTpAIIMje
MpoTerHa y 3pHy u mnoBehame MpuHOca MpoTeuHa MO jeMMHUIM TOBpIIMHE. 3a acu-
MUJIALMjy a30Ta T. j. CHHTe3y IIpOTeMHa MOTpedHa je Beha KoauumHa eHepruje HEero 3a
CUHTe3Y YribeHuX xuapara. C TUM y Be3M IOCTaB/ba C€ MUTakbe Ja JU je pa3jior cMa-
ey KOHIICHTpaIIMje TTPOoTenHa MpHY MoBeharby TpuHOCa KOHKYPEHIIMja 32 €HEPTHUjOM
Wi je To camo edekaT pasdaaxera. OO0MIHA UcxpaHa a30ToM MoBehaBa KOHLEHTpa-
LIMjy TIPOTEMHA, ik UCTOBPEMEHO yTUYe Ha MopdoJolike 1 (hU3NOJIOIIKE TTapaMeTpe
Ombaka Koje omoryhaBajy eduxacHuje uckopulthaBame cBeTIoCHe eHepruje. [a je
KOHKYpPEHIIMja 32 CBETJIOCHOM eHeprujoM usmel)y mMetabosm3mMa a3ota U CUHTE3e YIJbe-
HUX XWUIpaTa BeJMKa, MPUHOC OU, y caydyajy oOMJIHE MCXpaHe a30TOM M C TUM Yy Be3U
noBehaHe cWMHTe3e MPOTeMHA, MOpao Ja ce cMarmu. To, MehyruMm, HHUje ciay4aj, IITO
yKa3syje Ja HeraTuBHa Kopejalidja udMelyy ImpuHoca U calaprkaja mpoTerHa HeMa Ouoe-
HEPreTCKy OCHOBY, HETO je TO mpe cBera edekar pasdiaxerma. Ha To ykasyje n unibe-
HHUIIA 1a ce ca IoBehameM IpMHOCA CMalbyje M calpikaj APyTMX MaTepuja y 3pHY, Ha
MpuMep KOHIICHTpalllja MUHEPAJHUX MaTepuja.
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GENETIC VARIABILITY OF MAIZE BREEDING
MATERIAL (Zea mays L.)

ABSTRACT: A study has been conducted in order to assess genetic variability in
three maize populations, which are part of breeding material of Institute of Field and Vege-
table Crops in Novi Sad. Variability has been analyzed for seven enzymes. PGM enzyme
was monomorphic while enzymes ACP, GLU, IDH, MDH, PHI and PGD had from 2 to 5
alleles. In the total sample which consisted of 228 lines, 34 alleles were found. The greatest
variability was found in Pgd/ and Pgd2. The average heterozygosities of loci per popula-
tion were from 0.203 to 0.274, and polymorphism varied between 0.727 and 0.818.

The genetic distances and heterozigosities among the populations marked them as sui-
table material for selecting parental pairs in development of maize hybrids.

KEY WORDS: allelic variability, genetic variability, isozymes, populations

INTRODUCTION

Genetic diversity plays a key role for future progress in maize breeding.
The development of molecular markers provides a tool for assessing the gene-
tic diversity at the DNA level in plant science. Information on the genetic
diversity and relationships of lines or populations, and the choice of heterotic
groups are fundamental in hybrid breeding of maize (Hallauer et al., 1988;
Melchinger and Gumber, 1998). Knowledge of the genetic relation-
ships among breeding materials could help to avoid great risk for an increasing
uniformity in the elite germplasm, and could ensure long-term selection gains
(Messmer et al., 1993).

Until a decade ago, trends in the genetic diversity within and between po-
pulations were mostly evaluated with morphological markers or biometric
analyses of quantitative variation. Genetic distance based on molecular mar-
kers has been suggested as a tool for grouping of similar germplasms as a first
step in identifying promising heterotic patterns (M elchinger, 1999). Gene-
tic distances between genotypes are highly correlated with the distance based
on known pedigrees, and the distance based on isozymes and RFLP are also
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highly correlated with coefficient of parentage and with the distance between
inbred lines (Smith and Smith, 1992). Inter-population variability and ge-
ographic origin of populations are important in heterotic breeding (Zlokoli-
ca et al., 2002).

Molecular markers allow direct comparison of the similarity of genotypes
at the DNA level. The technique of random amplified polymorphic DNA
(RAPD) (Williams et al.,, 1990) and SSR markers provide a powerful tool
for grouping maize germplasm (Reif et al.,, 2003), and offer considerable
advantages in speed and technical simplicity compared with RFLP and other
methods.

The aim of this investigation was to compare the genetic variability and
diversity of two populations originated from US Cornbelt and a local popula-
tion on the basis of their genetic markers.

MATERIALS AND METHODS

A total of 228 maize inbred lines from three populations with different
origin were analyzed: Population 1 (81 lines), developed by crossing inbred li-
nes from American population Iowa Stiff Stalk Synthetic (BSSS); Population 2
(94 lines), derived from Lancaster Sure Crop and population 3 (53 lines) made
from the local maize populations (Vukovar yellow dent, Sid yellow dent, Novi
Sad yellow dent, Novi Sad gold dent, etc.). All three populations were develo-
ped from the F1 generation using pedigree method of selection.

Genetic characters of the populations were assessed on the basis of
isozymic genotypes belonging to seven enzymes (11 loci): acid phosphatase, 3
glucosidase, isocitrate dehydrogenase, malate dehydrogenase, phosphogluco-
mutase, 6-phosphogluconate dehydrogenase, phosphohexose isomerase. The
analyses were done according to Stuber et al. (1988).

The tested materials were analysed for frequency of the detected alleles,
polymorphism and heterozygosity of the loci and standard genetic distance
(Nei, 1978). Genetic diversity between populations was determined by the
cluster analysis according to Euclidean distances (Statistica software).

RESULTS AND DISCUSSION

Populations with high genetic variability, besides other characteristics, are
superior breeding material. Development of new maize lines depends on initial
breeding material or, more precisely, on the variability present in the material
(MiSevié, 1986). Local populations as well as breeding material derived
from them, have a great potential value in maize improvement as sources of
desirable alleles. Sources of resistance to agents of major diseases and pests
were found in Yugoslav populations of dents, semi dents and flints (Pen¢i¢
et al.,, 1984). In total sample of 228 inbred lines 34 alleles were found, while
the number of alleles found in individual populations ranged from 24 to 28.
The number of detected allelic variants per locus ranged from 2 to 5. The ave-
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rage heterozygosity per population ranged from 0.203 to 0.274, the average
polymorphism was 76%. (Tables 1 and 2). Some of the tested enzimic loci
were not polymorphic. The Pgm I locus was monomorphic in all three tested
populations, Idhl in populations 1 and 2 and Pgd?2 in populations 2 and 3. The
greatest number of alleles was obtained for the locus for 6 phosphogluconate
dehydrogenase (5).

Table 1. Frequencies of the alleles detected in maize populations

Frequency

Locus — allele

Population 1 Population 2 Population 3
Acpl—2 0.39 0.70 0.55
3 0.29 0.09 0.03
4 0.32 0.20 0.42
6 0.01
Glul—2 0.15 0.04 0.07
7 0.85 0.94 0.90
N 0.02 0.03
Idh1—4 1.00 1.00 0.93
N 0.07
Idh2—4 0.55 0.87 0.40
6 0.45 0.13 0.60
Mdhl—1 0.03 0.19
3 0.01
6 1.00 0.96 0.81
Mdh2—3 0.53 0.04 0.30
35 0.08 0.10
6 0.47 0.88 0.60
Pgm1—9 1.00 1.00 1.00
Pgm2—3 0.07 0.15
4 0.93 0.86 0.85
8 0.14
Pgdl—2 0.10 0.09 0.17
2.8 0.10
3.8 0.70 0.72 0.75
N 0.06 0.19 0.08
9 0.04
Pgd2—2.8 0.03
5 0.84 1.00 1.00
6 0.09
8 0.03
N 0.01
Phil—2 0.01
4 0.90 0.70 0.92
5 0.09 0.30 0.08
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Table 2. Heterozygosity of loci in maize populations

Locus Population 1 Population 2 Population 3
Acpl 0.661 0.462 0.520
Glul 0.255 0.144 0.184
Idhi 0 0 0.130
1dh2 0.495 0.226 0.480
Mdhl 0 0.077 0.380
Mdh2 0.498 0.218 0.540
Pgml 0 0 0
Pgm?2 0.130 0.241 0.255
Pgdl 0.485 0.437 0.402
Pgd2 0.284 0 0
Phil 0.182 0.420 0.147
Average

h . 0.272 0.203 0.274
eterozygosity

The average number of alleles per locus in different maize collections
ranged from 2.3 in American hybrids, to 1.8 in Yugoslav, while in exotic ger-
mplasm it was much higher 4—4.5 (Doebley et al, 1983; Goodman
and Stuber, 1983a, b). In tested populations number of alleles per locus
ranged from 1 to 3.67, and average value calculated for all loci was 2.33.
Heterozygosity per locus varied from 0.077 to 0.661.

The tested populations can be differentiated on the basis of presence or
absence of certain alleles in loci, as well as calculated frequencies for indivi-
dual alleles.

High frequency of alleles Pgm2—4, as well as approximated participation
of alleles in locus Acpl are characteristic for population 1 derived from Lanca-
ster population. Only one allele, Phil—2, was found in locus Phil. Alleles
Pgd2—8 and Pgd1—9, which were not present in the other two populations,
were found in the Pgdl locus. Polymorphism of the Pgd2 locus in which 5 al-
leles were found was also characteristic for this population.

The results obtained by Smith et al. (1985) pointed out that Lancaster
Sure Crop lines had fixed alleles: Pgd1—3.8, Glul—7 and Idh2—4, while al-
leles Acpl—2, Acpl—3, Glul—2 and Mdh2—3.5 were not present. The re-
sults obtained for population 2 originating from Lancaster Sure Crop lines
showed that its genetic variability had been increased by breeding, and that
new alleles occurred which could be sources of desirable genes for important
agronomic traits.

Population 2 differed from the other two populations in high frequencies
of alleles Idh2—4, as well as in allele Acpl—6 found in the Acpl locus,
which was not detected in the other two populations. A zero allele was found
in the Idhl locus only in population 3.

Analyzing maize populations, Geri¢ et al. (1989) found 5 alleles on
the Pgdl locus with high frequency of allele Pgd1—3.8, which indicated an
increasing influence of northern flints on the Yugoslav commercial germplasm.
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Figure 2. Cluster analysis of corn population 2
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The similar frequency of alleles Pgdl1—3.8 (0.70) was found in the three
analyzed maize populations.

According to Tie et al. (1998), the Phi locus in original BSSS popula-
tion was monomorphic, and the loci Idhl, Pgdl, and Pgd2 each had 3 alleles.
In population 1 originating from BSSS, the number of alleles per locus was
changed dy breeding, so the loci Pgdl and Pgd2 had five, and Pgml had
acquired three alleles.

The different numbers and participation of individual alleles in the popu-
lations pointed out their mutual distance and genetic heterogeneity.

The average heterozygosity in populations 1 and 3 was almost the same
(0.272—0.274), while in population 2 it was somewhat lower (0.203). Poly-
morphism of loci in populations 1 and 2 was the same (0.727), and in popula-
tion 3 it was somewhat higher (0.818).

In the dendrogram presenting mutual relations i. e. distance of inbred li-
nes in population 1, three groups were found (A, B, C), which had uneven
numbers of subgroups and lines (Figure 1). Group A consisting of 13 lines
was linked to lines from group B at the distance of 4.2. Group C had the lar-
gest number of genotypes and a large number of sub-groups (14), which were
linked at the distances from 5 to 10. Two indenpendent genotypes, lines L55
and L63, were linked to group C at the distance of 12.

In the dendrogram presenting mutual relations between lines in popula-
tion 2, four groups (A, B, C and D) were differentiated (Figure 2). Group A
consisting of two sub-groups, and group B consisting of linked lines were at
the greatest distance of about 15.5. Group C consisting of the largest number
of lines was linked to group D at the distance of 11.

In the dendrogram obtained for lines from population 3, two independent
genotypes, lines 42 and 25, and two groups of lines (A and B) were distingu-
ished (Figure 3). Line 42 was at the distance of approximately 12.5 from all
other lines, while line 25 was at a somewhat smaller distance of 9.3. Group A
consisted of a large number of sub-groups, and the lines were mutually linked.
Group B consisted of only two lines (1 and 2) connected to group A at the
distance of approximately 9.

CONCLUSION

The obtained results could serve as a criterion for choosing parent lines
of heterotic maize hybrids. The chosen lines, as sources of new genetic
variability, can be used for the development of new populations. The isozyme
analysis can be successfully applied to study the genetic variability, similarity
and differences among maize populations.

REFERENCES

Doebly, J. F, Goodman, M. M., Stuber, S. W. (1983): Isozyme variation in
maize from the Southwestern United States: Taxonomic and anthropological Im-
plications, Maydica XXVIII, 97—120.

36



Goodman, M. M., Stuber, C. W. (1983b): Races of maize. VI. Isozyme variation
among races of maize in Bolivia, Maydica XXVIII, 169—187.

Goodman, M. M,, Stuber, C. W. (1983a): Maize- In: Isozymes in plant genetics
and breeding, Part b (eds S. D. Tanksley and T. J. Orton) Elsevier, Amsterdam,
pp. 1—33.

Gerié, I, M,, Zlokolica, C., Geri¢ (1989): Races and populations of maize in
Yugoslavia. Isozime variation and genetic diversity, IBGR, Rome, Italy.

Hallauer, A. R, W. A. Russell, K. R, Lamkey (1988): Corn breeding. pp.
463—564. In: G. F. Sprague and J. W. Dudley (ed.) Corn and corn im-
provement, 3rd ed. Agron. Monogr. 18. ASA, CSSA, and SSSA. Madison, WI.

Melchinger, A. E. and Gumber, R. K. (1998): Overview of heterosis and hete-
rotic groups in agronomic crops, pp. 29—44. In: K. R. Lamkey and J. E.
Staub (ed.) Concepts and breeding of heterosis in crop plants, CSSA Spec.
Publ. 25. CSSA, Madison, WI.

Melchinger, A. E. (1999): Genetic diversity and heterosis, pp 99—118. In: J. G.
Coors and S. Pandey (ed): The genetics and exploitation of heterosis in
crops, ASA, CSSA, and SSSA, Madison. WI.

Messmer, M. M., Melchinger, A. E, Herrmann, R. G, Boppenma-
ier, J. (1993): Relationship among early European maize inbreds: 1. Comparison
of pedigree and RFLP data, Crop Science 33, 944—950.

MisSevié, M. (1986): Source material and its role in continuous progress in maize
breeding, Genetic and corn breeding 1, 137—168.

Pencié, J, Draganié, M., Baca, F. (1984): Local maize varieties as a source of
resistance to disease and pests, Arhiv za polj. nauke 45, 143—154.

Reif, J. C., Melchinger, A. E.,, Xia, X. C., Warburton, M. L., Hoi-
sington, D. A,, Vasal, S. K,, Smith, J. S. C., Goodman, M. M. and
Stuber, C. W. (1985b): Genetic variability within US Maize Germplasm, 11
Widelly used inbred lines 1970—1979. Crop. Sci. 25, 681—0685.

Smith, J. S. C., Smith, O. S. (1992): Fingerprinting crop varieties, Advances in
Agronomy 47, 85—140.

Stuber, C. W., Wendel, J. F, Goodman, M. M. and Smith, J., S., S.
(1988): Technique and scoring procedures for starch gel electrophoresis of enzy-
mes from maize (Zea mays L.), NC State University, Agricultural Research Ser-
vice Tech.

Tie, S. G, Zheng, Z. L., Liu, J. L. (1998): Polymorphisms of synthesized popula-
tions from Chinese and exotic populations at 17 isozyme loci, Maize Newslett.,
72, 86.

Zlokolica, M., MiloSevié, M., Nikolié¢, Z.,, Galovié, V. (2002): Identifi-
cation of genetic characteristics of maize (Zea mays L.) using genetic markers,
Zbornik Matice srpske za prirodne nauke 103, 47—56.

Williams, J. G. K., Kubelik, A.R.,, Livak, K. J, Rafalski, J. A, Tin-
gey, S. V. (1990): DNA polymorphism amplified by arbitrary primers are useful
as genetic markers, Nucleic Acid Res. 18, 6531—6535.

37



TEHETCKA BAPMJABMJTHOCT CEJEKLIMOHOT MATEPUJAJIA
KYKYPY3A (ZEA MAYS L.)

3opuua T. Huxonnh, Mapuja K. 3nokonuua,
Mupjana b. Munomesuh, Munka M. ByjakoBuh
Hamuonanna maboparopuja 3a UCIIMTUBAaILE CEMEHa,
Makcuma Topkor 30, 21000 Hosu Can

Pesume

N3yyaBame BapujaOMIIHOCTU M JAMBEPreHTHOCTU CEJEKIIMOHOT Marepujajia je Of
3Hayaja 3a OIIEMEIbUBaIbe M yHampeleme IMpou3BOAbe KYKypy3a jep ce y mpolecuMa
CeJIeKLIMje Cy)KaBa T€HeTCKa BapujabMIIHOCT MaTepMjajia U HacTaje moTpeda 3a MmpoHa-
JIJaYKeHheM HOBUX M3BOpa I'eHa, Kao IITO Cy cTape COpTe, MWBJbU CPOIHUIIN U IPYTU Te-
HOTHUIIOBM KOjU YHOCE TEHETCKY JIMBEPreHTHOCT. BapujabuaHOCT M IMBEPreHTHOCT
yTBpheHa rmoMohy M30eH3MMa Kao TeHETCKMX MapKepa yKasdyjy Ha MOTeHIWjaJIHU 3Ha-
yaj onpeheHe repMmIniazmMe 3a CeseKIujy.

l'eneTrcka BapujaOWIHOCT TpU Momyjialuje KyKypysa je oapeheHa Ha 6a3u mosiu-
Mopdu3Ma ceraM eH3UMCKUX CUCTeMa. Y aHalu3upaHux 228 JuHUja Ha JOKycuMa eH-
3uMa HaheHo je on 2 mo 5 amena, a Hajsehu moaumopduszaM cy TOKasaau JIOKYCH
Pdgl n Pgd2. TIpoceyHa XeTepO3UTOTHOCT JIOKyca y MoryJauujama je owia on 0,203
no 0,274, a monumopdusam je Bapupao on 0,727 mo 0,818.

JloOujeHu pe3yaTaTd MOTY MOCIYKUTHU OIIEeMEeHhMBauMMa Kao jelaH O KpUTepU-
jyMa y u30opy pOAMTE/bCKUX MapoBa y LMJbY JOOUjarba XeTepo3uca KoJ Xubpuaa KyKy-
py3a Win Kao M3BOPU HOBE I'€HETCKe BapMjaOMIIHOCTU 3a CTBapame HOBUX ITOIMyJaluja

KYyKypy3a.
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GENETICALLY MODIFIED SOYBEAN PLANTS
AND THEIR ECOSYSTEM

ABSTRACT: Transgenic plants are developed by introgressing new genes using met-
hods of molecular genetics and genetic engineering. The presence of these genes in plant
genome is identified on the basis of specific oligonucleotides, primers, and the use of PCR
(Polymerase Chain Reaction) and DNA fragments multiplication. Genetically modified
plants such as soybean constitute a newly created bioenergetic potential whose gene expres-
sion can cause disturbance of the biological balance ecosystem, soil structure and soil mi-
crobiological activity.

Genetically modified plants may acquire monogenic or polygenic traits causing gene-
tic and physiological changes in these plants, which may elicit a certain reaction of the en-
vironment including changes of microbiological composition of soil rhizosphere.

The aim of introgressing genes for certain traits into a cultivated plant is to enhance
its yield and intensify food production. There are more and more genetically modified plant
species such as soybean, corn, potato, rice and others and there is a pressure to use them as
human food and animal feed.

Genetically modified soybean plants with introgressed gene for resistance to total her-
bicides, such as Round-up, are more productive than non-modified, herbicide-sensitive soy-
beans.

KEY WORDS: GMO, PCR, transgenic plants, ecosystem

INTRODUCTION

Genetically modified organisms (GMO) are created all over the world,
which possess new, desirable, previously non-existing traits. Presently, how-
ever, GMOs are suspected of possible negative effects on the environment and
humans (Kalaitzandonakes, 1999; Metcalfe et al.,, 1996). Because
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of that, biotechnology and genetic engineering are closely controlled and regu-
lated in this and other countries.

Applications of modern biotechnology show a significant potential in im-
proving agricultural productivity, reducing poverty and enhancing food secu-
rity in developing countries.

Techniques of genetic engineering, such as introgression of gene for new
and improved existing traits, are tools used by breeders for development of
transgenic plants. These plants are made artificially, without natural pollina-
tion. The introgressed genetic sequence may come from another related plant
or from a completely different species. An example for the latter case is tran-
sgenic Bt corn which produces a protein with insecticidal properties on acco-
unt of a gene received from a soil bacterium (M ireles, 2000). Plants contai-
ning new genes are called genetically modified, or GM crops, although all
plants are in fact GM originating from genetic modifications of their wild pro-
genitors. Transgenic plants of soybean and corn contain introgressed genes for
tolerance to herbicides, pesticides, insecticides, etc. A soybean variety has
been developed which is tolerant to glyphosate, the active substance in the
non-selective herbicide ,,Roundup”. Soybean resistance to this herbicide was
introduced via Agrobacterium sp. gene fragment of cauliflower mosaic virus
(promoter) which contains peptide sequence for Roundup resistance (V an
Hoef et al, 1998). This gene fragment produces synthase — the enzyme re-
sponsible for soybean tolerance to ,,Roundup”. On the other side, non-transfor-
med soybeans are highly sensitive to this herbicide (Delannay et al., 1995;
Padgette et al., 1995).

Transgenic soybean lines with high tolerance to this herbicide maintain
high and stable yields upon herbicide treatment. Introduction of GM plants in-
to an environment disturbs the existing biological balance. Biological diver-
gence between genotypes in the ecosystem is increased, and so is the diver-
gence between this ecosystem and other ecosystems which originally had been
much closer to it.

In EU countries, testing of GM plants during growing season or after it,
but in any case prior to the use for processing and food production, is
obligatory. These tests serve to protect humans against potential risks coming
from genetically modified plants. In the case of non-modified crops, fields that
exhibit phenotypic modifications are inspected because such modification may
indicate possible tainting with GM plants.

The aim of this investigation was to determine relations between GM
plants and ecosystem to which they belong. Soil microbiological activity was
analyzed in fields under GM soybeans to determine the effect of these plants
on changes of the environment.

MATERIAL AND METHODS
Modified (+) and unmodified (-) soybean plants with intact roots and soil

around them were sampled in 14 locations. Soil samples were taken aseptically
from the depth of 0—30 cm. Genetic identification of soybean plants was do-
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ne in DNA extracts using the PCR method (polymerase chain reaction) on the
basis of specific primers 35S promotor and NOS3” terminator (Van Hoef et
al, 1998; Meyer etal, 1996; Wurz and Willmund, 1997). Qualita-
tive presence of the introgressed gene was determined on the basis of the PCR
method and amplification of DNA fragments. After identification of plants,
soil analyses were done.

Determination of microbial number in the soil was done using plate co-
unts. The following groups of microorganisms were determined: total number
of microorganisms on soil agar (Pochon and Tardieux, 1962), number
of fungi on the Czapek-Dox agar (Sharlau, 2000), number of azotobacters
on the Fiodorov agar (Anderson, 1958), and the number of ammonifiers on
the nutritious agar (Torlak).

RESULTS AND DISCUSSION

The PCR method determines whether a genetic transformation has been
made or not. New quality traits obtained by transformation are the result of
physiological processes which, in their turn, are controlled by certain genes.
The objectives of gene manipulation are increased efficiency of plant produc-
tion and improved protection of the environment and humans.

The numbers of bacteria and fungi were high in both soil variants (+GM
crops, -GM crops), without significant differences between them (Table 1).

Tab. 1 — General microbiological activity of soil

No. Soil sample* Total mimber of bacteria Total rjumber of fungi

(107 g1 abs. dry soil) (104 g1 abs. dry soil)
1 1 +GM 81.37 46.50
2 1 -GM 108.65 20.37
3 10 km2 +GM 69.36 35.87
4 10 km? -GM 128.88 23.01
5 3 +GM 57.41 12.75
6 3 -GM 38.70 34.40
7 3/1 +GM 54.30 15.20
8 3/1 -GM 44.68 25.53
9 5 +GM 44.65 10.63
10 5 -GM 53.65 12.87
11 6 K +GM 130.20 6.97
12 6 K -GM 92.48 7.11
13 8 +GM 113.93 15.95
14 8 -GM 226.78 24.69

* +GM — sample of soil in which GM plants were grown.
* —GM — sample of soil in which non-GM plants were grown.
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The presence of azotobacters was high in all samples, which was charac-
teristic for the tested soil type, except that somewhat lower values were deter-
mined in samples 8, 9 and 10, but these reductions were too small to indicate
any soil disturbance (Table 2).

Tab. 2 — Microorganisms of the nitrogen cycle

No. Soil sample* ézotobacter . Ajnmonifiers )
(102 g-1 abs. dry soil) (107 g1 abs. dry soil)
1 1 +GM 11.04 51.15
2 1 -GM 54.89 24.90
3 10 km2 +GM 34.08 74.14
4 10 km? -GM 25.89 25.31
5 3 +GM 34.55 48.90
6 3 -GM 29.03 43.01
7 3/1 +GM 16.29 23.89
8 3/1 -GM 2.12 57.44
9 5 +GM 7.97 25.51
10 5 -GM 6.43 34.33
11 6 K +GM 40.68 41.85
12 6 K -GM 33.19 59.28
13 8 +GM 43.86 102.54
14 8 -GM 20.77 44.90

* +GM — sample of soil in which GM plants were grown.
* —GM — sample of soil in which non-GM plants were grown.

The number of ammonifiers was optimal in most of the analyzed samples
(Table 2).

Interactions between GM and non-GM plants were not found (Berin -
ger, 2000).

CONCLUSION

The transgenic DNA or proteins from transgenic crops can be detected in
plant material and processed food. Potential effects of GM crops on ecosys-
tems and environment are of special significance and must be observed.

The results obtained in this study showed that for the GM and non GM
soybean plants caused no change in the soil microbiological activity. It seems
to indicate that GM plants do not cause large changes in the biological balance
of the environment in which they grow.

Transgenic DNA has been deemed to be safe for consumption as it is ma-
de up of the same building blocks as plant genomic DNA. Transgenes should
remain stable from generation to generation and GM plants should not disturb
the biological balance of the environment. Some authors have considered the
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benefits and risks of transgenic crops in great detail, which can be of impor-
tance for further biotechnological advancement.
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IFT’EHETCKHN MOIW®UKOBAHE BUJbKE COJE
N BbUXOB EKOCUCTEM

Mupjana b. Munomesuh!, Mapuja K. 3nokonunal,
IMerap b. Cexynuh?, Mupjana H. Japax3, Kcenuja J. Tamku!
I HaumoHanHa j1abopatopuja 3a UCIIUTUBALE CEMEHA,
Makcuma T'opkor 30, 21000 Hou Can, Cpbuja u LlpHa Iopa
2 VITHCTUTYT 3a paTapcTBO W MOBPTapCTBO,

Makcuma T'opkor 30, 21000 HoBu Can, Cpbuja u LlpHa I'opa
3 Tlomwonpuspenuu daxynret, Tpr Jocureja O6panosuha 8,
21000 Hosu Cagn, Cpouja u LlpHa T'opa

Pesume

Mertone MoJieKyJapHe T€HETUMKE YBEAeHE Y T€HETCKU WHKUHEPUHT YUECTBYjY Y
MporpaMy TpaHCTeHUX OWJbaKa, HACTaJIMX yBol)eHeM HOBUX Te€Ha, KOjU CYy Y OCHOBU
TpaxkeHnX ocobrHa. FbruxoBo mpHUCycTBO y OM/BHOM T'€HOMY Cce MACHTU(DUKYje Ha 6a3u
crieuMGUYHUX OJMIOHYKJIeOTUNa, npajmepa, kopulihetbeM PCR (Polymerase Chain
Reaction), metone ymHoxkaBarwa JIHK ¢parmenara. I'eHercku MomudukoBaHe OUIbKeE,
Kao IIITO je coja, MocTajy HOBOHACTAIM OMOEHEPTeTCKU MOTEHIIMjal 3a CPEIUHY Y KOjoj
ce pa3BHjajy, uMja eKCIIpecHuja reHa MoxKe M3a3BaTu nopemehaj OMopaBHOTEXKE, €KOCH-
cTeMa, CTPYKTYpe 3eMJbMIITA, HeroBe MUKDPOOMOJIONIKE aKTMBHOCTH.

I'enercku mMomudukoBaHe OUbKE MOTY OUTH ca YBEIEHUM MOHOTE€HUM WU I10-
JINITEHUM CBOjCTBMMa, IITO JOBOJAW JO HWUXOBUX T€HETCKO-(PU3MOJIOMIKMX TTPOMEHA U
onpeheHUX peaklMja y CpeIMHU Y K0joj ce Hayaze. CmaTpa ce Ja OpraHuM3Mu ca HOBO-
HACTaJOM T€HETCKOM CTPYKTYpPOM MOTY YTULATH HAa U3MEHY OMO-PaBHOTEKE CpeAMHE
Yy KOjoj ce Halla3e, Kao IITO Cy IMPOMEHEe XeMUjCKOI U MUKPOOMOJIOLIKOT cacTaBa y pu-
3ocepn 3eMJBMINTA, KOje he yCIIOBUTH HM3 M3MEHa HheroBe OMOEHEPIeTCKe CII0C00-
HOCTH.

VBoherwe reHa 3a oapeljeHe ocoOMHe OM/baka MMa 3a Wb MoBeharbe HUXOBOT
MpUHOCAa M MHTEH3MBHUjY MPOU3BOAY xpaHe. OTyna je cBe Behu Opoj moaugukoBa-
HUX OMJbHUX BpCTa, Kao IITO Cy COja, KYKypy3, KpOMIUP, MUPUHAY U Ipyre, Koje uMa-
jy Benuko yuyelrhe y MCXpaHU JbyAW U KUBOTHHbA, 300T Yera je HEeOImXoaHa KOHTpoJja
TaKBUX OMJbHMX BPCTa M CPEAMHE y KOjOj ce OHEe Hasase.

T'enercku MomucduKkoBaHe OUJbKE COje, ca YHETUM Ie€HOM 3a pPe3MCTEeHTHOCT Ha
TOTaJIHU XepOuuu/, Kao 1to je Round up, AonpuHOCH HUXOBOj Behoj MPOAYKTUBHO-
CTH, 3a pa3jvKy oI HeMoau(MKOBaHMX OMJbaka, KOje He IOJHOCE OBAaKBY BPCTY Xep-
ounuaa. Mehytum, ocobMHa HOBOyHETa y TeHOM OMJbKE MOXKE MMATH pas3juyuTe Mo-
cleauIle o OKOJMHY Yy KOjoj ce Hajla3M, IITO je Ipe CBera y Be3u ca LbeM HheHOT
HacTaHKa, Kao IITO Cy OTIIOPHOCT COje Ha TOTaJIHU Xepouuua, Round up u weH ogHOC
ca CpeIrHOM.
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PHOTOSYNTHETIC PROPERTIES OF ELITE ERECT LEAF
MAIZE INBRED LINES AND THEIR CONTRIBUTION TO
SEED PRODUCTION IMPROVEMENT*

ABSTRACT: A hypothesis that elite erect leaf maize inbred lines are characterized
by properties of an efficient photo-model and that as such are very desirable in increasing
the number of plants per unit area (plant density) in the process of seed production has been
confirmed in the present study.

The properties of the observed elite erect leaf maize inbred lines were based on the
effects and characteristics of thermal processes of delayed chlorophyll fluorescence occur-
ring in their thylakoid membranes. The temperature dependence of the delayed chlorophyll
fluorescence intensity, the Arrhenius plot for the determination of phase transitions (critical
temperatures) and activation energy are the principal parameters of the thermal processes.

Based on the obtained results on photosynthetic properties it was also possible to esti-
mate the tolerance and adaptation of elite erect leaf maize inbred lines to high temperatures
and drought.

KEY WORDS: maize inbred lines, erect leaves, maize seed, photosynthetic model,
thermal and photosynthetic processes, thylakoid membrane, delayed chlorophyll fluore-
scence

INTRODUCTION

This study considers two evident facts from the most recent history of
maize breeding and seed production in our country. The first one is with a
plus sign, based on the results of maize breeding and seed production that
have been intensively developing during the last 50 years. As a result of these
activities, approximately a thousand grain and silage maize hybrids were deve-
loped; at the same time, conditions necessary for a highly developed seed pro-
duction had been provided: drying and processing plants, choice of land, irri-

* This paper is contributed to the memory and long reminiscence of a countenance and de-
eds of Dr. Jovan Smiljakovi¢’s.
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gation systems, sufficient quantity of basic seed and qualified staff (Duvick,
1984; Trifunovid, 1986; Ivanovicé et al, 1995; Radenovié¢ and
Somborac, 2000). Regardless of such a colossal success in maize breeding
and seed production, eagerness and enthusiasm of the total research body did
not slow down. The search for new methods and exact approaches in the com-
pletion and enrichment of the research within maize breeding and seed produc-
tion was continued. The other fact, with a minus sign, is related to the interre-
lation between photosynthesis and maize seed production. Although photosyn-
thetic processes are highly productive in their intensity, very complex in their
nature, and vastly studied in their scientific actuality, their application in maize
seed production is still insignificant. Such a state of affairs is probably a
consequence of the existence of several functional interrelations that unify con-
formational and dynamic changes within chloroplasts and their thylakoid mem-
branes on the one hand, and the effects of environmental stress factors on
them on the other.

Delayed chlorophyll fluorescence (DF) can be phenomenologically descri-
bed as an occurrence of luminescence (bioluminescence) within the red range
of the visible spectrum produced by plant systems, bacteria, algae and higher
plants (maize), immediately after their intermittent illumination (Radenovi¢,
1992, 1994, 1997). DF was discovered by Strehler and Arnold (1951).
Important studies, especially those conducted over last 20 years (Jursinic,
1986; Veselovski and Veselova, 1990; Markovié et al., 1993,
1996) revealed a direct connection between DF and the photosynthetic pro-
cesses, in which DF was considered an unavoidable indicator — a sensitive
,probe” for experimental photosynthetic and bioluminescence studies (Rade -
novic etal, 1994a, 1994b; Radenovié¢ and Jeremié, 1996; Mar -
kovi¢ et al., 1987, 1999).

The objective of the present study was to determine general and photo-
synthetic properties of elite erect leaf maize inbred lines, which serve as an ef-
ficient photo-model, using a non-invasive photosynthetic and bioluminescence
method in maize breeding and seed production (Radenovié¢ et al., 2000,
2001a, 2001b, 2002a, 2002b).

MATERIAL AND METHODS

A brief survey of the studied elite erect leaf maize inbred lines is given in
Table 1. The material selected for this study was grown at the experiment field
of the Maize Research Institute, Zemun Polje.

During July and August, maize plants were brought from the field to the
laboratory during morning hours (between 7 a. m. and 8 a. m.). During sam-
pling in the field, plants were transversely cut at the ground internode. In the
laboratory, plants were internode-lengthwise placed in water. Two hours prior
to the bioluminescence experiment, the plants were kept under the black ball
glass. A segment of ear intact leaves (or leaves just above the ear) was taken
from such plants and placed into a chamber of the phosphoroscope (Figure 1)
and kept in the dark for at least 15 minutes, and then DF was measured. The
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non-invasive photosynthetic bioluminescence method used to measure DF is
presented in Figure 1. This block scheme of the bioluminescence method was
developed at the Maize Research Institute, Zemun Polje. Measurements of
changes in DF intensities were performed after a method that had been descri-
bed, both in principle and detail, in previous papers (Radenovié, 1992,
1994, 1997; Radenovié et al., 2001a, 2001b, 2002a, 2002b; Marko -
vicé et al., 1996).

Table 1. Description of elite erect leaf maize inbred lines

Ordinal ~ Designation of FAQ - The axil Ear leaf
number inbred lines maturity Origin between ear area (cm?2)
group leaf and stalk
1 ZP PL 16 700 BS13(S2)CO 31.60° 5260.30
2 ZP PL 111 600 Towa SSS 32.10° 4986.80
3 ZPL 773 650 B73 rec 31.98° 4904.10
4 ZP PL 121 600 Mo17 x 25-10-1 32.50° 5320.20
oS A
5,
N
ELB .. _ IS U - -» DF
i N
H v
™ R
U S
-
Filters

Figure 1. Experimental setup of the method and measuring equipment for delayed
chlorophyll fluorescence: C — dark chamber with a sample stand; s — sample (leaf segment),
filters, ELS — excitation light source, PH — photo-multiplier; O — oscilloscope,

R — printer, ELB — excitation light beam, DF — luminescent light,

IS — input chamber slot, OS — output chamber slot
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RESULTS

The results of photosynthetic properties of the elite erect leaf maize in-
bred lines, as optimal photo-models, are presented through five sections.

1. The measure of the axil and leaf area of the elite erect
leaf maize inbred lines

A specially designed protractor was used to measure the axil of each leaf
of the elite erect leaf maize inbred plants. The results of the measurements of
the axils (ranging from 31.60° to 32.50°) between the ear leaves and the stalks
are presented in Table 1. Average leaf areas of the elite erect leaf maize in-
breds are also presented in Table 1. It is clear that the leaf area has no proper-
ties that would particularly distinguish the studied elite erect leaf maize inbred
lines.

2. Parameters of thermal processes of the delayed chlorophyll fluorescence
in the studied elite erect leaf maize inbred lines

A detailed study on thermal processes of chlorophyll DF was carried out
for the elite erect leaf maize inbred lines. These processes were characterized
by time parameters in regard to the duration of conventionally sampled seg-
ments: a, b, ¢, d, e, f and g on the thermal curve of chlorophyll DF (Figure 2).
The results on time parameters of the chlorophyll DF thermal curve for the
stated segments are presented in Table 2.

Table 2. Duration (in seconds) of segments on the thermal curve of delayed chlorophyll fluore-
scence for elite erect leaf maize inbred lines

MAIZE INBRED LINE Temperature range
Segment of Segment for establishin
thermal curve designation ZPPL  ZPPL ZPL ZPPL shng

16 111 773 121 thermal curve (°C)

Stationary level of a 5130 >130  >130  >130 1545

DF intensity

Initial increase of b 460 488 496 448 15—45

DF intensity

Linear increase of c 150 162 166 138 15—45

DF intensity

Maximum level of

DF intensity d 58 66 52 56 15—45

Linear decrease of 132 120 126 138 15—45

DF intensity ¢

Decelerated decrease

of DF intensity f 119 102 96 88 15—45

Minimum level of ¢ 26 2 18 24 1545

DF intensity

48



IpF — relative units
Temperature —°C

Time elapsed (minutes)

Figure 2. Schematic presentation of typical changes of chlorophyll DF intensities in the
intact leaves of the observed elite erect leaf maize inbred lines (solid line) and changes of
temperatures (dashed line): curve A indicates induction processes of chlorophyll DF, while
curve B encompasses thermal processes of chlorophyll DF. Segments on the thermal curve
(a, b, ¢, d, e, f, g) are interception points in which conformational and functional changes

in the thylakoid membrane occur

3. Temperature dependence of the delayed chlorophyll fluorescence
intensity for the thylakoid membrane of the elite erect leaf
maize inbred lines

Figure 3a, b, c, d presents the changes in the intensity of the stationary
DF level in the function of temperatures ranging from 15°C to 45°C in the
thylakoid membrane of the following elite erect leaf maize inbred lines: ZPPL
16, ZPPL 111, ZPL 7739 and ZPPL 121.

4. The Arrhenius plot for the determination of conformational
changes in the thylakoid membrane of the elite erect leaf
maize inbred lines

Figure 4a, b, c, d presents results of conformational changes that occurred
in the thylakoid membrane of the elite erect leaf maize inbred lines. These
changes were caused by the temperature impact on the intact leaf segment of
the following erect leaf maize inbred lines: ZPPL 16, ZPPL 111, ZPL 7739
and ZPPL 121.
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Figure 3 a, b, ¢, d. Changes of the intensity of the stationary chlorophyll DF level
in dependence of the temperature in the thylakoid membrane of intact leaves of the

elite erect leaf maize inbred lines
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Figure 4 a, b, c, d. Arrhenius plot for a change of the logarithm of intensity
of chlorophyll DF in dependence of the reciprocal values of temperatures
on the thylakoid membrane of the elite erect leaf maize inbred lines
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5. Activation energies and critical temperatures in the thylakoid
membrane of the elite erect leaf maize inbred lines

Activation energies and temperatures of phase transitions (critical tempe-
ratures) in the thylakoid membrane of the elite erect leaf maize inbred lines
ZPPL 16, ZPPL 111, ZPL 7739 and ZPPL 121 are presented in Table 3.

Table 3. Activation energies and temperatures of phase transitions in the thylakoid membrane of
the studied elite erect leaf maize inbred lines

ZPPL 16 ZPPL 111 ZPL 773 ZPPL 121
Ea o Ea o, Ea o, Ea o,
& mol) Pt U g mory Pt 9 g oy Bt U9 | g morny o €O
- 18.0 - 18.5 - 18.6 - 18.6
28.1 29.0 26.7 289 29.7 26.8 6 24.0
65.3 36.5 29.0 39.8 56.3 336 426 38.0
DISCUSSION

As already mentioned, the second half of the 20" century will be remem-
bered, recognized and hardly excelled for the great success achieved in maize
breeding and seed production. This immense activity was based on a very
broad and complex program of maize breeding and seed production. Its goal
was clear and concrete — to provide the highest possible grain yield in the
newly developed maize hybrids and to provide a sufficient amount of quality
seed for the domestic and foreign markets. The number of plants per area unit
kept growing ever since 1980. This trend in maize breeding was referred to as
»plant density” program and it most directly affected further yield increase of
seed and commercial maize. In addition, a subprogram on maize breeding and
seed production of erect leaf maize inbred lines was established. In pursuance
of our hypothesis it was considered that these inbreds were closest to the pro-
jected photosynthetic model. These two subprograms of maize breeding and
seed production were not only complementary, but also they were considerably
expanded. Their implementation led to new results in both, maize breeding
and seed production. New hybrids with high grain and silage yields were de-
veloped Ivanovié and Stojnié, 1992; Ivanovi¢ etal, 1995; Ko-
jié, 1993; Trifunovidé, 1986; Duvick, 1984). Furthermore, seed pro-
duction volume and quality were improved, reaching the amount of 70,000
tons (Selakovié, 1999). In view of the above, it was quite expected for the
breeding and seed production program of erect leaf maize inbred lines to be
further expanded. A large number of erect leaf maize inbred lines, including
the inbreds ZPPL 16, ZPPL 111, ZPL 773 and ZPPL 121 that were the objects
of the present study, was in fact developed in an attempt to achieve the envisa-
ged objective and to confirm the proposed hypothesis on the photosynthetic
model.
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It was necessary to characterize in detail the photosynthetic properties of
the elite erect leaf maize inbred lines (Table 1). For that purpose, a non-invasi-
ve photosynthetic-bioluminescence method was applied (Radenovic et al.,
2001a, 2001b, 2002a, 2002b). The application of this method provided the
characterization of the studied elite erect leaf maize inbred lines in relation to
their resistance to both drought and high temperatures.

Actually, the temperature dependence of DF in all of the studied elite
erect leaf maize inbred lines is, to a certain extent, characterized only by
typical points on the thermal curve (Figure 2). The first typical point occurred
at the contact point of segment a and segment b and it was related to the
lowest critical temperature at which the initial change in DF intensity was ob-
served. The second typical point occurred at the contact point of segment b
and segment ¢ and it was related to linear monotony and the angle of the ri-
sing part of the DF intensity. Throughout the duration of this typical point,
evident changes in the structure of the thylakoid membrane occurred. The third
typical contact point reflected a smaller or greater rotundity of DF intensity
peaks. The ,breaking” conformational changes occurred at two interception
points of segments ¢ and d and segments d and e. The fourth typical contact
point was related to the linear monotony and the inclination angle of the decli-
ning part of the DF intensity. This segment bore the last conformational chan-
ges that had occurred in the thylakoid membrane. These changes can hardly be
described as characteristic for the of functioning of a living leaf segment. The
typical points designated f and g almost had no physiological role at all.

The observed typical points (Figure 2) can be considered as points that
characterize elite erect leaf maize inbred lines, especially as these points are
also points of possible conformational and functional changes in the thylakoid
membranes. This statement is in accordance with literature data (Vucini¢é et
al.,, 1982; Radenovidé, 1992, 1994; Radenovic et al, 2001a, 2001b,
2002a, 2002b; Markovi¢ et al., 1987).

All critical temperatures at which even the slightest conformational chan-
ges occurred in the thylakoid membranes of the studied elite erect leaf maize
inbred lines were determined by the Arrhenius criterion and the linearization
of the DF temperature dependence. The value of critical temperatures (°C),
their frequency and intermediate distance on the thermal curve, characterized
the elite erect leaf maize inbred lines in respect to their resistance and adapta-
tion to high temperatures. The Arrhenius criterion is based on the existence of
straight lines. Each Arrhenius straight line represents its activation energy (Ea).
The interception point of two straight lines is determined by a critical tempera-
ture. Each critical temperature is preceded by a certain value of activation
energy and then it is followed by another value of activation energy (Rade -
novic¢ 1985, 1997, Markovié etal, 1993, 1996; Radenovic et al.,
2001a, 2001b, 2002a, 2002b). The values of activation energies in the rising
and declining part of the thermal curve are explained by smaller or greater
conformational changes that occur in the molecules of the thylakoid membra-
nes with the temperature increase. Due to such changes these molecules beco-
me more reactive and thereby gain an additional energy that is used in the re-
combining process of DF occurrence (Table 3). This study was an attempt to
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show that there are elite erect leaf maize inbred lines having properties of an
efficient photosynthetic model and that as such, they are very desirable in the
process of contemporary selection and seed production.

REFERENCES

Duvick D. N. (1984): Genetic contribution to yield gains of U. S. hybrid maize,
1930—1980. In: W. R. Fehr (ed.) Genetic Contributions to Yield Gains of Five
Major Crop Plants. CSSA, Spec. Publ. 7. pp 15—47, CSSA and ASA, Madison,
WL

Ivanovié, M, R. Petrovié, G. Drinié, V. Trifunovié, L. Kojié¢, M.
Vukovié, M. MiSovié, G. Radovié, D. Ristanovid, Z. Pajidé, B.
V. Trifunovié, D. Jelovac (1995): Pedeset godina selekcije ZP hibrida
kukuruza. In: Oplemenjivanje, proizvodnja i iskoris¢avanje kukuruza — 50 godina
Instituta za kukuruz ,,Zemun Polje”, str. 3—16, Beograd.

Ivanovié, M., Stojnié, O. (1992): Prinos zrna dvolinijskih hibrida razlicitih pe-
rioda selekcije, Savremena poljoprivreda, Vol. 40, 3:(87—90).

Jursinic, P. (1986): Delayed Fluorescence: Current Concepts and Status. In: Light
Emission by Plants and Bacteria, ed. Govindjee, Amesz & Fork CD, Academic
Press, Orlando, FL, USA, pp. 291—328.

Kerecki, B.,,Lj. Zarié¢, M. Penci¢, C. Radenovié (1986): Neki pokazatelji
otpornosti prema nepovoljnim temperaturama i njihova primena u selekciji kuku-
ruza. In: Genetika i oplemenjivanje kukuruza, Beograd, Jugoslavija, pp. 293—308.

Kojic¢, L. (1993): UroZajnost ZP gibridov kukuruzi raznih periodov selekcii, Kukuruza
93:(1—13).

Markovié, D, M. Jeremié, C. Radenovié, Z. Vuc&inié (1987): A study
of temperature induced structural changes in photosynthetic system using delayed
fluorescence, Journal Serb. Chem. Soc. 52: 331—336.

Markovié, D, M. Jeremié, C. Radenovié, M. Schara (1993): Irreversi-
ble structural changes in thylakoid membranes at high temperatures detection by
luminescence and EPR, Gen. Physiol. Biophys. 12: 37—47.

Markovié, D, M. Jeremié, C. Radenovié (1996): Zakasnela fluorescencija
hlorofila. In: Savremena biofizika, ed. Velarta, Beograd Jugoslavija, pp. 1—102.

Markovié, D, C. Radenovié, L. Rafailovig, S. Zerajic’, M. Jeremié,
M. Markovié¢ (1999): Temperature dependence of delayed fluorescence in-
duction curve transient, Gen. Physiol. Biophys, 18: 257—267.

Radenovié, C. (1979): Neinvazivni bioluminiscentni metod u principu i pojedinosti-
ma, Interna publikacija Instituta za kukuruz ,,Zemun Polje”, Beograd, str. 1—23.

Radenovié, C. (1985): Boltzmanov izraz za aktivacionu energiju i njegova primena
u bioloskim sistemima, Interna publikacija Instituta za kukuruz ,Zemun Polje”,
Beograd, str. 1—9.

Radenovié, C. (1992): Proucavanje fotoindukovane bioluminiscencije kod lista ku-
kuruza, Savrem. poljopr. 40 (6): 15—38.

Radenovié, C. (1994): A study of delayed fluorescence in plant models: Photo-
synthetic transportation and membrane processes, Journal Serb. Chem. Soc. 59:
595—617.

Radenovié, C. (1997): Induction process and activation energy of delayed chloro-
phyll fluorescence, Proceedings for Natural Sciences of Matica Srpska 93: 5—14.

54



Radenovié,C, M. Jeremié, D. Markovié (1994a): Fotoinducirovannaja bi-
oluminiscencija rastenij: fotosinteticeskije, transportnije i membranije procesi, Fi-
ziologija 1 biohemija kulturnih rastenia 26, No 5: 419—433.

Radenovié, C., M. Jeremié, D. Markovié (1994b): Delayed chlorophyll
fluorescence in plants models, Photosynthetica 30: 1—24.

Radenovié, C., M. Jeremi¢ (1996): The study of delayed light emission in plant
models, Arch. Biol. Sci. 48: 1—18.

Radenovié, C,L Satarié¢,I. Husié, M. M. Miovié, M. Filipovié, L.
Koji¢ (2000): A study of functioning of thylakoid membranes in inbred lines of
maize (Zea mays L.), Genetika 32 (3): 377—386.

Radenovié, C., Somborac, M., redaktori (2000): Kukuruz na pragu treceg mile-
nijuma — secanja, kazivanja i predvidanja, Institut za kukuruz ,,Zemun Polje”:
53—509.

Radenovié, C, I Satarié, M. Ivanovié, L. Kojié (2001a): Biolumine-
scentnij otziv inbrednih linij kukuruzi (Zea mays L.) na temperaturu i zasuhu, Do-
kladi Rosijskoj akademiji selskohozjajstvenih nauk, 4: 13—16.

Radenovié, C., 1. Satari¢, M. Ivanovié, I. Husié, L. Koji¢ (2001b):
Conformational and functional changes in thylakoid membranes — parameters for
evaluation of maize inbred lines resistance to temperatures and drought, Journal
Sci. Agric. Research, 62:5—20.

Radenovié, C., M. Babié, N. Deli¢, I. Satarié, L. Kojié¢ (2002a): Novij
fotosinteticesko-bioluminescentnij metod v selekciji kukuruzi, Kukuruza i sorgo 4:
21—24.

Radenovié C,N. Delié, M. Babié, M. Pavlov,D. Selakovié (2002b):
Termalne karakteristike fotosintetickog aparata samooplodnih linija kukuruza, Jo-
urnal Sci. Agric. Research, 63:61—74.

Selakovié, D. (1999): Uticaj proporcije i velic¢ine vegetacionog prostora linija maj-
ke i oca na oblik i krupnocu semena hibridnog kukuruza, Doktorska disertacija,
Poljoprivredni fakultet, Beograd—Zemun.

Strehler, L. B., W. Arnodl (1951): Light production by green plants, J. Gen.
Physiol. 34: 809—820.

Trifunovié, V. (1986): Cetrdeset godina moderne selekcije kukuruza u Jugoslaviji.
In. Genetika i oplemenjivanje kukuruza. Dostignuca i nove mogucnosti, str. 5—46,
Beograd.

Veselovski, V. A, T. V. Veselova (1990): Luminiscent Characteristic of
Plants Photosynthetic Apparatus. In: Luminiscence of Plants, ed. Nauka, Moscow,
Russia, pp. 8—78.

Vuc&inié, Z., G. Ne§ié, C. Radenovié (1982): Delayed fluorescence as an in
situ probe of fluidity changes in maize photosynthetic apparatus, Period. biol. 84:
223—226.

55



OOTOCUHTETUYHE KAPAKTEPUCTHUKE EJIMTHUX CAMOOITUVIOAHUX
JIMHUJA KYKYPY3A CA YCITPABHUM I10JIOXKAJEM JINCTOBA U
BUXOB AOIMPMHOC ¥V YHAIIPEBERY IMTPOU3BOAHE CEMEHA

Yenomup H. PapenoBuh, 3apaBko M. Xojka, [parojno M. CenakoBuh,
Muompyo M. MumoBuh, Mwunosan T. IlaBmoB, Mune [. CeuaHcku
HMHuctutyr 3a Kykypy3 ,,3emyH [lome” Beorpan—3emyH, Cp6uja u LlpHa T'opa

Pesume

Y oBoM pany noTBplhyje ce Hallla XurnoTre3a Jia eJIUTHEe CaMOOILIOJHE JUHUjE Ky-
Kypy3a ca YCIIPaBHUM IIOJIOXKajeM JIMCTOBA MMajy CBOjCTBO €(pMKACHOT (POTOCMHTETHY-
HOI' MofieJla U Ja ce, Kao TakBe, Y CEMEHApCTBY YCMEIIHO KOpUCTe Mpu MoBehaBamwy
Opoja OmM/baka Ha jeIMHMLIM MOBpIIMHE (rycThHA Omibaka). OBa XuUIoTe3a JOKa3aHa je
€r3aKTHOM MPUMEHOM HEMHBa3MBHOI (POTOCMHTETUYHO-OUOJYMUHUCLIEHTHOT METOa
ca 3aKacHeJIoM (QIIyopecLeHLIjoM XJIOpoguiIa, IIOTOTHOT 3a OlLieHy e(pUKacHOCTA (Po-
TOCUHTETUYHOT MOjeJa.

JlobujeHe (hOTOCUHTETUYHE KapaKTePUCTUKE ETUTHUX CAMOOTUIOAHUX JIUHUjA KY-
Kypy3a: ZPPL 16, ZPPL 111, ZPL 773 u ZPPPL 121, ca ycripaBHUM I10JI0XKajeM JIU-
CTOBa, 3aCHOBaHE Cy Ha edeKTMMa W MPUPOAM TPOMEHa 3akacHese (ayopecueHIje
xJjopoduia Koje ce OAUTrpaBajy y HUXOBUM TUJIAKOUIHUM MeMOpaHama. [J1aBHM moka-
3aTesbu Cy TeMIIEpaTypHa 3aBUCHOCT MHTEH3UTETA 3aKacHese (uiyopecueHlMje XJI0po-
¢uita, ApeHUjycoB KpUTepujyM 3a yTBphuBame dazHuX mpenasza (KpUTUYHE TeMIlepa-
Type) Yy TWIAKOWJIHUM MeMOpaHaMa U €Hepruje akTUBalluje.

YrBpheHe POTOCHHTETMUHE KapaKTepUCTUKE joill oMoryhaBajy Ja ce mpoydaBaHe
€JIUTHE CaMOOILJIOJHE JIMHUjE KYKypy3a ca YCIPaBHMM IOJIOKajeM JIMCTOBA OLIEHE U
Ha HBUXOBY TOJEPAHTHOCT U agamnTalujy nMpemMa IeJoBakby BUCOKMX TeMIlepaTypa Kao 1
cyuie.

56



30opHuk Matuie cpricke 3a npuponHe Hayke / Proc. Nat. Sci, Matica Srpska Novi Sad,
Ne 106, 57—63, 2004

UDC 633.33:631.84

Novica M. Petrovié, Branko J. Marinkovic,
Rudolf R. Kastori

Faculty of Agriculture

Institute of Field and Vegetable Crops
Trg D. Obradovica 8

21000 Novi Sad, Serbia and Montenegro

STUDY OF SUGARBEET GENOTYPE RESPONSE
TO NITROGEN NUTRITION USING LEAF ANALYSIS

ABSTRACT: Nitrogen rates and NPK ratios applied in the study had different effects
on total nitrogen and nitrate contents in the laminas and petioles of the studied sugarbeet
genotypes. Amount of nitrates, especially in the petioles, can be considered the most relia-
ble indicator for determining sugarbeet plant supply with nitrogen. Differences in nitrate
content found among the genotypes indicate the necessity of knowing the genetic specificity
in nitrogen nutrition for individual genotypes.

KEY WORDS: sugarbeet, genotypes, nitrogen rates, nitrate test, total and nitrate ni-
trogen

INTRODUCTION

Sugarbeet develops large organic mass (especially in intensive farming),
which, among other things, requires that sufficient amounts of essential nutri-
ents, particularly nitrogen, be provided (Petrovié¢ and MiloSevi¢, 1988).
However, excessive use of nitrogen may often have undesirable effects, not
only in sugarbeet but in other crops as well (Burba, 1977). The subject of
excessive nitrogen use received much attention recently, in view of its econo-
mic and environmental implications (Kastori and Petrovidé, 2003). Si-
milarly, problems related to nitrogen use in sugarbeet growing have come un-
der scrutiny in last few decades. Many experiments have shown that excessive
nitrogen use degrades the technological properties of sugarbeet and often has
an unfavorable effect on leaf to root mass ratio (Pro§ba-Bialczyki et
al., 2001). In this connection, optimal plant supply with essential elements du-
ring the growing season plays a significant role in obtaining high, good quality
yields of sugarbeet roots. This is even more so when it is taken into account
that genetic potentials for beet yield and root quality come to full fruition only
in conditions of harmonious plant nutrition. Significant efforts are therefore
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being made to develop maximally reliable methods for assessing soil fertility,
i. e., the level of plant supply with essential elements. A number of methods
are used today for this purpose such as chemical soil analysis, various biologi-
cal methods, etc. In our conditions, the most commonly used method is chemi-
cal soil analysis. Lately, however, chemical analysis of plant material, i. e.,
certain plant organs, gains importance in assessing plant supply with essential
elements.

In light of the specific importance nitrogen has in the formation of sugar-
beet yield and root quality, the present paper will discuss the justifiability of
determining total and nitrate nitrogen concentrations and using quick nitra-
te-test methods in the assessment of sugarbeet plant supply with nitrogen.

MATERIALS AND METHODS

Sugarbeets used in the study had been grown in a long-term trial with fo-
ur replicates established at the Rimski Sancevi experiment field of the Institute
of Field and Vegetable Crops in Novi Sad back in 1965 using a randomized
block design and an experimental unit size of 200 m?. Four crop species per
annum (wheat, sugarbeet, maize and sunflower) have been grown in the trial
and rotated in a particular sequence. Nitrogen, phosphorus (P,0;) and potas-
sium (K,O) were applied at 50, 100 and 150 kg per hectare. Besides these
amounts, there were also treatments in the trial with different ratios of the
three elements. Entire phosphorus and potassium doses and one half of the ni-
trogen dose were applied in the fall, and the other half of nitrogen was applied
in the spring prior to sowing.

The present study included only the treatments with increasing nitrogen
rates and treatments with moderate and/or excess nitrogen, phosphorus and po-
tassium amounts (Table 1).

Table 1. Rates and composition of N, P and K applied (kg ha—"1)

Ne. N P,05 K,0

1 Control 0 0 0
2 50 50 50

3 100 50 50

4 150 50 50

5 100 100 100

6 150 100 100

7 150 150 150

Three sugarbeet genotypes were used in the trial: NS-Hy-1R, NS-Hy-8R
and Sara. Cultural practices recommended for commercial sugarbeet produc-
tion in the local agroecological conditions were used in the course of the
growing season.

Average samples of young and photosynthetically most active leaves
were taken in late July in order to determine plant supply with nitrogen and
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plant response to different nitrogen nutrition treatments. Plant nitrogen supply
and genetic specificity for nitrogen nutrition were determined based on total
and nitrate nitrogen contents, by the quick nitrate test method. Total nitrogen
was determined by the Kjeldahl method, nitrate content by spectrophotometry
using phenol disulphonic acid. The quick nitrate test was performed directly in
the experimental plot using diphenyl amine as the reagent. In order to make
sure the results are as reliable as possible, the indicators were analyzed sepa-
rately for laminas and petioles. This approach makes it possible to see which
particular indicators in which plant part (laminas or petiole) are the most accu-
rate indication of sugarbeet supply with nitrogen.

The results were statistically processed by the analysis of variance for a
factorial trial.

RESULTS AND DISCUSSION

In sugarbeet, as in most other plant species, nitrogen has a favorable ef-
fect on yield. However, excess and/or inadequate nitrogen application may
significantly reduce sugarbeet root quality (Burba, 1977). Sugarbeet require-
ment for nitrogen is considerably higher than in most other cultivated crop
species, which is why there are only limited possibilities for determining the
optimum supply level with this element by chemical soil analysis and/or the
N, method. Because of this, leaf analysis and the quick nitrate test method
have been used for this purpose as of late (Armstrong, 1985; Petrovid
and Ubavi¢, 1989).

The lowest total nitrogen content in laminas and petioles was found in
the control (Table 2). Total nitrogen content was visibly influenced by higher
nitrogen rates and changed NPK ratios. The study results showed that the de-
pendence of total lamina nitrogen on the nitrogen content in the soil was not
very pronounced. Conversely, total petiole nitrogen was influenced much more
by the increasing nitrogen rates and NPK rates and ratios (Table 2). Total ni-
trogen content ranged from 3.0 to 3.5% in the laminas and from 1.2 to 1.5%
in the petioles. This indicates optimal supply with nitrogen (Bergmann and
Neubert, 1976) of all the genotypes under study in all the treatments except
control. Our results thus suggest that there is a need for choosing more ade-
quate procedures for determining sugarbeet nitrogen supply, especially because
excess nitrogen in the soil may cause excessive total nitrogen accumulation in
the plant in general and laminas in particular (Petrovié¢ and MiloSe-
vié, 1988).
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Table 2. Effect of NPK rates and ratio on total nitrogen content in laminas and petioles of diffe-
rent sugarbeet genotypes (in % dry matter)

Treatment Genotype (A)
(B) NS-H,—IR NS-H,-8R Sara
Lamina
1. 2.73 2.85 2.65
2. 3.54 3.34 2.81
3. 3.59 3.57 4.29
4. 3.74 4.09 4.00
5. 3.55 4.13 4.05
6. 3.59 4.00 4.12
7. 3.73 4.37 4.33
LSD 5% 031 024 o5
Petiole
1. 0.92 1.10 0.80
2. 1.19 1.24 1.15
3. 1.50 1.34 1.41
4. 1.72 1.73 1.44
5. 1.42 1.45 1.55
6. 1.55 1.67 1.65
7. 1.40 1.64 1.90
LSDS% ol 010 018

In sugarbeets, nitrates are found mostly in the above-ground plant parts,
especially in petioles. Of the total nitrates accumulated in sugarbeet plants,
55% is found in petioles, 30% in laminas and only 15% in the root (Burba,
1977). Numerous authors are of the opinion that nitrate concentration in lami-
nas is one of the most reliable indicators of plant supply with nitrogen in su-
garbeet (Kastori and Petrovié, 1993).

In our study, the nitrogen rates and NPK ratios applied significantly influ-
enced the nitrate contents of the sugarbeet genotypes studied. The amount of
nitrates in laminas and especially in petioles depended significantly not only
on nitrogen rate but also on NPK ratio as well as on the genotype (Table 3).
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Tab. 3. Effects of NPK rates and ratios on nitrate content in laminas and petioles of different su-
garbeet genotypes (mg NOs/kg dry matter)

Treatment Genotype (A)
(B) NS-H,—IR NS-H,-8R Sara
Lamina
1. 342 456 416
2. 415 470 423
3. 833 566 452
4. 2315 1945 1380
5. 822 694 620
6. 2296 1637 1275
7. 2133 1355 1465
LSD 5% 1’31 B 1\238
Petiole
1. 385 268 316
2. 419 384 383
3. 554 478 482
4. 1613 2033 1019
5. 665 787 614
6. 1901 3389 1645
7. 2358 2146 1601
LSD 5% 1‘;2 7B8 ?3136

The study results also indicated that the genotypes involved had a speci-
fic response not only to nitrogen nutrition but probably to nitrogen uptake, di-
stribution and metabolism as well. In the treatments with increasing nitrogen
rates, the highest nitrate contents in laminas and petioles were observed in
NS-Hy-1R and NS-Hy-8R, respectively. The reduced nitrate portion in laminas
and petioles caused by increased potassium and phosphorus rates also suggests
that the technological quality of sugarbeet roots is significantly affected by
well balanced levels of the essential elements in the nutrient substrate. Many
studies have confirmed that a petiole nitrate content of 1,000 mg - kg' dry
matter six to eight weeks before sugarbeet root lifting represents the critical
concentration. Having in mind this and the findings from the present study, we
can conclude that the optimum nitrogen supply for the genotypes under study
is attained with 120 kg N - ha™l.

Justification for the use of the quick nitrate test method in estimating
plant nitrogen supply can be found in many studies, such as, for instance,
Halvorson etal (1975) or Petrovié¢ and Ubavié (1989). In many
cases, just like in the present study (Tables 3 and 4), positive correlations have
been found between the nitrate contents in dry petioles and in xylem sap of
fresh petioles.
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Table 4. Determination of nitrogen supply in sugarbeet genotypes by diphenyl amine test (on a
scale of 0 to 3)

Genotype
Treatment

NS-H,-1R NS-H,-8R Sara
1. 0.0 0.0 0.0
2. 0.3 0.2 0.3
3. 1.4 1.3 1.2
4. 1.9 2.1 1.8
5. 1.4 1.5 14
6. 2.6 2.8 2.6
7. 3.0 3.0 2.5

CONCLUSIONS

Three sugarbeet genotypes were studied in field conditions for the effects
of nitrogen rate and fertilizer NPK ratio on total and nitrate nitrogen contents
in laminas and petioles. The obtained results showed the following.

The nitrogen rates and NPK ratios studied had no significant effect on to-
tal nitrogen content, which makes the use of this procedure for determining
plant supply with nitrogen less justified.

Nitrate content in laminas and, especially, in dry and fresh petioles de-
pended significantly on plant nitrogen supply. With this in mind, we can con-
clude that sugarbeet supply with nitrogen can be determined reliably based on
nitrate level or nitrate test results. The results also show the necessity of
knowing the genetic specificity in nitrogen nutrition of individual genotypes.
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NCITIMTUBAGE PEAKIMJE TEHOTUITIOBA LEREPHE PEIIE
HA NCXPAHY A30TOM ITOMORY JIMCHE AHAJIN3E

Hosuua M. IlerpoBuh, bpanko J. Mapunkosuh, Pynond P. Kactopu
IMomwonpuBpeaHu daxkynteT U HaydHu MHCTMTYT 3a paTtapcTBO M TOBPTAapCTBO
Tpr A. O6panosuha §, 21000 Hosu Can, Cp6uja u LpnHa l'opa

Pesume

Y MOJbCKUM YCJIOBMMA Ha CTAllMOHWPAHOM BMILETOAUIIHEM OTJIeAY KOI TPH re-
HoTuNa mehepHe perle MCIUTAH je YTUIAj pacTyhux mo3a a3ora M ogHOC campikaja N,
P u K Ha yneo yKymHOr U HUTpaTHOT a30Ta y JUCKaMa U JUCHUM apiikama. JodujeHu
pe3yaTaTé yKasyjy a MCIIMTHBaHe no3e a3oTa, Te omHocu N, P m K Hucy 3HauajHuje
VTULIAJIW Ha caIpikaj YKYIHOT a30Ta y JUCKaMa M JUCHUM JApIIKaMa KOJ MCITMTUBAHUX
reHoturioBa mehepre perne. Crora ce MOXKe 3aK/bYYMTH Ja je Kopuinheme caapikaja
VKYIIHOT a30Ta Kao IoKa3aTelba 00e30eljeHocTu 1ehepHe pere y OBOM €JIEeMEHTY He-
JIOBOJbHO TIOY3[aHO.

Cagprkaj HATpaTa y JIMCKaMa, HAapO4YUTO y JUCHUM IpIIKaMa, BUIHO je 3aBHUCHO
He caMO O] MCIMTUBAHMX J03a a30Ta, Hero u ox ogHoca N, P u K. Ha ocHoBy HeBe-
JIEHOT MOJKE C€ 3aKJbYYUTH Jia yIeo HUTpaTa y JUCTOBUMA, TTOCEOHO Y JIMCHUM JPIITKa-
Ma, MOJKE Jia Ce cMarpa IOy3IaHUjUM IoKa3aTe/beM y yTBphUBamby ONTHUMaHE 00e3-
oeheHocTu oBe BpcTe y a30Ty. Pasnuke y campikajy HUTpaTa u3Mel)y UCIIMTUBAaHUX Te-
HOTUIIOBA, MPU HUXOBOj pa3IMUYMTOj 00e30eh)eHOCTH y a30Ty, OINpaBOaHO yKasyjy Ha
noTpeOy IMo3HaBama reHeTCKe CIelrM(pUUYHOCTY MOjeIMHUX IeHOTUIIOBA IiehepHe perie
Mnpu MPUMEHM a30Ta.
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VARIABILITY OF ANATOMICAL-PHYSIOLOGICAL
TRAITS IN BLACK LOCUST CLONES
(Robinia pseudoacacia L.)

ABSTRACT: Variability within R. pseudoacacia species represents an important fac-
tor in selection of fast-growing genotypes. Therefore, it is important to identify superior in-
dividuals according to their anatomical and physiological traits.

This paper presents the results of a study of genotype variability of the main leaf ana-
tomical (frequency, length and width of stomata, leaflet thickness among veins, leaflet thic-
kness on the main vein, mesophyll thickness, length and width of vascular bundle of main
vein) and physiological (leaf area, photosynthetic pigments content and content of N, P, K,
Ca, Na) parameters among five clones of Robinia pseudoacacia L.

Significant interclonal variations were observed in the investigated parameters. Clone
R-56 had the highest N, P, and K concentrations, the largest mesophyll volume and the hig-
hest pigment concentration. We concluded that the clone R-56, although without a remarka-
ble leaf area, possesses the ability for high photosynthetic production. The results are going
to be used in further work on selection.

KEY WORDS: Robinia pseudoacacia, leaf anatomy, mineral nutrition, photosynthe-
sis, respiration, variability introduction

INTRODUCTION

Black locust (Robinia pseudoacacia L., Fabaceae) is a hardwood with a

high juvenile growth rate that is adaptable to a wide range of soils, environ-
ments and weather conditions. This species grows on a large variety of soils in
the temperate regions of the world. Although the species is endemic to the
USA, it is planted on more than 3 million hectares in other countries. It is se-
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cond only to the many Eucalyptus species that have been planted worldwide
(Geyer and Bresnan, 1991; Fiihrer and Jard, 1996). In Serbia and
Montenegro, black locust has been planted over a large area.

The black locust is crooked and thorny tree rich in extractives, but these
disadvantages are relatively minor. Its only major drawback is the susceptibi-
lity to locust stem borer (Megacyllene roblmae) Silvicultural and biotechnolo-
gical methods have shown promise in minimizing this problem (Hanover,
1991)

One of the most attractive features of the black locust is a high juvenile
growth rate (height), 2—6 cm/day, which places it amongst the most rapidly
growing plants (Kamdem et al., 1995).

The ever-increasing shortage of high quality wood on the market, poten-
tial for mechanical processing of black locust (KlaSnja and Kopitovié,
1994; Kopitovié¢ and Klas§nja, 1994), development of conversion pro-
cesses, potential for high biomass production in short rotations (Bongarten
et al., 1992), utilization in bee-keeping by increasing the duration of the period
and abundance of flowering (Guzina and Tomovi¢, 1997), have enhan-
ced interest in black locust cultivation (Tomovi¢ et al., 1997).

Since little attention has been given to potential improvement of the black
locust by selection and hybridization, a long-term research program has been
initiated at Poplar Research Institute in Novi Sad aiming at the best possible
utilization of black locust genetic potential for timber production. The research
within the long-term programs of black-locust breeding has been based on the
establishment of a series of experimental plantations from the progenies of the
selected populations and individual trees. The study results will enable the pro-
duction of the selected nursery stock for mass production of seedlings and
rooted cuttings. The program includes the study of some anatomical and phy-
siological characters of black locust leaves and the variability of these charac-
ters. The results are going to be used in further selection work.

This paper presents the results of the research of interclonal variability of
the main leaf anatomical (frequency, the length and width of stomata, leaflet
thickness among veins, leaflet thickness on the main vein, mesophyll thick-
ness, height and width of vascular bundle of main vein) and physiological
(leaf area, photosynthetic pigments content, rates of photosynthesis and dark
respiration, and content of N, P, K, Ca, Na) parameters among five clones of
Robinia pseudoacacia L.

MATERIALS AND METHODS

A trial was initiated in the spring of 1992 at the Poplar Research Institute
(location: 45°17° N, 19°53° E, elevation 76 m) in three replicates with 30
plants on the fluvisol soil type. Black locust seedlings (1/1) were planted at a
distance of 2.5 x 3 m, and the following clones were chosen for the trial:
R-54-1 (characterized by a straight and full trunk), R-56 (average trunk growth,
low technical quality, but abundant flowering), R-115 (rapid growth, extremely
straight trunks), and R-135 (straight, full trunk, and monopodiality). The stan-
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dard, the most widely planted black locust, was produced from non-clonal
commercial seed. All analyses were done on 18-year-old plants.

Ten randomly chosen samples of fifty completely developed and light-
-exposed leaves taken from randomly chosen individual trees were used. Sam-
ples were taken in the summer of 2000.

Leaf anatomical characteristics

Fully developed pinnately compound leaves from the upper crown were
used for analysis of anatomic characteristics.

Stomata number per mm? and their length and width on adaxial and
abaxial epidermis prints produced by a modified Wolf method were determi-
ned Marjanovié¢ and Krstié, 1998). A small brush was used to apply
a thin layer of colorless nail polish to leaflet parts suitable for epidermis print
sampling. After a few minutes, a clear sticky tape was used to remove prints,
which were put on slides for microscope observations. Stomata number in
each of ten vision fields and stomata size of 20 stomata per leaflet were deter-
mined.

A freezing microtome was used for cross sectioning of leaflet middle
part. Standard microscopic measurements of preparations with a micrometric
ocular inserted into an ,,Olympus” light microscope were applied to analyze
the following characteristics: leaflet thickness at 1/4 width, mesophyll thic-
kness, thickness of the main vein, height and width of vascular bundle of main
vein, vessels, palisade cells, adaxial and abaxial epidermis cells, and cuticle
thickness of adaxial epidermis.

Leaf physiological characteristics

The concentrations of mineral element in leaves were analyzed. Plant ma-
terial dried at 100°C was milled prior to testing. Nitrogen concentration was
determined by the standard micro Kjeldahl method (Nelson and Som-
mers, 1973). Concentration of total phosphorus was determined spectrome-
trically by the ammonium-vanadate-molybdate method. Concentrations of po-
tassium and sodium were determined by the flame photometric method. Cal-
cium in the stock solution was determined with an atomic absorption spectrop-
hotometer (Sari¢ et al.,, 1990). The leaf mineral element concentration was
expressed as mg g—! dry matter.

The concentration of photosynthetic pigments was determined spectrome-
trically (DU Series 60 Spectrophotometer) using the Wettstein method (Wett-
stein, 1957; Lichtentaler and Wellburn, 1983).

Net photosynthesis and dark respiration were determined polarographi-
cally, using an oxygen electrode (W alker, 1989). The rate of photosynthesis
was evaluated by the quantity of released oxygen (umolO,cm~2h-'). The dark
respiration was determined by the quantity of absorbed oxygen (—umolO,
cm~*h!). Leaf segments used for analysis were taken from fully formed, unda-
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maged leaves, avoiding main veins, and suspended in a buffer pH 7.6—7.8
containing 10 mM NaHCO,. The rate of photosynthesis was measured under
complete white light saturation, while the rate of respiration was observed in
the dark (Pajevid et al., 1999a).

Leaf area of pinnately compound leaves was determined using a leaf area
meter apparatus LiCOR 3000 (USA).

The obtained results were statistically processed by the analysis of varian-
ce, with LSD-test for means separation, for the level of significance of p =
0.05. Significance of the average values was determined by the Duncan test.

RESULTS
Anatomical parameters
Stomata number and size

The average stomata number per mm? in the analyzed black locust clones
was considerably larger on the abaxial than on the adaxial side of leaves, 205
and 18 per mm?, respectively (Table 1).

The stomata number on the adaxial side was between 10 (R-135) and 28
(R-56) per mm? while on the abaxial side it was between 125 (R-135) and 245
(R-115) per mm? A comparison of the stomata number variations on the
adaxial and abaxial sides showed that the variability was larger on the abaxial
epidermis. When compared with the standard, the analyzed clones had a
somewhat larger stomata number on the adaxial side and a smaller stomata
number on the abaxial side.

Table 1. Leaflet stomata number and size for five black locust clones

Size on adaxial epidermis Size on abaxial epidermis

Number/mm?
(pm) (pm)

Clone Adaxial  Abaxial
daxial Daxia, Length Width Length Width

epidermis epidermis
Standard 11b 239 a 153 ¢ 7.1 a 11.8 a 6.3 a
R-56 28 a 190 b 16.0 be 63 b 102 b 4.8 be
R-135 10 b 125 ¢ 175 a 6.1 b 105 b 46 ¢
R-54-1 25 a 228 ab 16.2 be 72 a 12.6 a 6.0 a
R-115 16 b 245 a 16.5 ab 6.8 a 105 b 51b

Average 18 205 16.3 6.7 11.1 53

Note: Means with the same letter within columns did not differ significantly at pP within columns
did lumns did.

Adaxial stomata were larger than abaxial ones in all analyzed clones. Lar-
gest stomata were found in the leaflets of the standard and clone R-54-1, the
smallest in clone R-56. The most conspicuous interclonal differences were fo-
und for the adaxial stomata length and the abaxial stomata width.
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Leaflet structure

Anatomically, leaflets of the black locust clones are dorsiventral. Their
single-layer epidermis has a relatively thick cuticle with verrucose thickenings.
The abaxial epidermis is subpapillar. Nonglandular uniseriate trichomes com-
posed of 2—3 short basal cells and an elongated curved terminal cell that is
easily separated from basal cells occur in the epidermis. They are numerous on
the abaxial epidermis.

The mesophyll is differentiated into palisade and spongy tissues where
the former is composed of single-layer elongated cells arranged at the right an-
gle below the adaxial epidermis. A layer of considerably shorter cells is found
below them. The spongy tissue is composed of only 2—3 layers of cells which
positioned at the right angle with the epidermis. A layer of large, chloro-
phyll-free, water storage cells designated as hypodermics occurs below the
abaxial epidermis (Metcalfe and Chalk, 1957). The palisade and hypo-
dermal tissues contain numerous cells, which are larger than the surrounding
ones and which are filled with an orange tanniferous content. Ca-oxalate
crystals are visible in certain mesophyll cells.

The main vein is round and conspicuous abaxially. A large vascular bun-
dle with fornicate sclerenchyma tissue along its phloem portion and a small
group of sclerenchyma fibers occur along the xylem. Only a few layers of
chlorophyll-free parenchyma cells are found around the vascular bundles. Sub-
epidermally, colenchyma was present in the main vein. In the phloem portion,
large cells filled with tanniferous content are visible.

Leaflet and mesophyll structure

The investigated clones were characterized by a relatively small leaflet
thickness, ranging from 128 um (R-135) to 165 um (standard clone and R-56)
(Table 2).

The thickest mesophyll was found in the standard (154 wm), the thinnest
in clone R-54-1 (99 um).

Parameters of the main vein

The average thickness of the leaflet main vein was 359 um (Table 2).
The differences among the clones were insignificant. The largest difference in
main vein thickness existed between the standard (385 wm) and clone R-54-1
(320 wm). The variations in bundle height were somewhat larger than those in
bundle width. When compared with the other investigated clones, the standard
had the largest main vein. There were no significant differences in the height
and width of the bundle tracheae of the main vein among the investigated clo-
nes. The average height and width values were each 13.4 pum.
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Table 2. Leaflet anatomical characteristics (m) for five black locust clones

Thickness Mesophyll Thickness Main vein vascular Vessel diameter

Clones among - on main bundle

. thickness - - - - -

veins vein Height Width Height Width
Standard 165 a 154 a 385 a 246 a 296 a 13.8 a 13.0 a
R-56 165 a 141 a 382 a 255 a 275 a 13.1 a 12.8 a
R-135 128 b 103 b 328 a 213 ab 248 a 13.0 a 13.1 a
R-54-1 131 b 99 b 320 a 187 b 266 a 132 a 13.0 a
R-115 161 a 132 a 378 a 226 ab 302 a 139 a 149 a
Average 150 126 359 225 277 13.4 13.4

Note: Means with the same letter within columns did not differ significantly at pP within columns
did lumns did.

Leaflet cell size

The highest palisade tissue cells (48 um) were found in the standard clo-
ne, the shortest (33 um) in clone R-54-1. Cell width was between 6.8 um
(R-56) and 8.2 um (R-115) (Table 3). The palisade tissue cells of the investi-
gated clones were more variable in height than in width.

The largest height of the adaxial epidermal cells was found in the stan-
dard (13.2 um), the largest width in clone R-56 (19.9 um). The smallest cells
were found in clone R-54-1. Cuticle thickness of the adaxial epidermis was
between 1.9 um (R-56) and 3.6 um (R-54-1).

The abaxial epidermis, which was almost papillose, had larger cell height
than cell width. The largest cells of the abaxial epidermis were found in the
standard clone, the smallest in R-56. Some interclonal differences were obser-
ved in the height of the abaxial epidermis cells and in the adaxial cuticle thic-
kness (Table 3).

Table 3. Leaflet cells size (m) for five black locust clones

. Adaxial epidermis Abaxial epidermis Cuticle
Clone Palisade cells cells cells thickness
Height Width Height Width Height Width (adaxial)
Standard 48.0 a 7.4a 132 a 153 a 16.1 a 123 a 2.3 ab
R-56 42.0 ab 6.8a 11.1 a 199 a 115 b 123 a 19b
R-135 47.8 a 7.4a 13.1 a 183 a 12.8 ab 12.7 a 32 ab
R-54-1 330 b 7.3a 114 a 154 a 14.8 ab 132 a 36a
R-115 439 a 8.2a 120 a 153 a 113 b 139 a 32 ab
Average 429 7.4 122 16.8 13.3 12.9 2.8

Note: Means with the same letter within columns did not differ significantly at pP within columns
did lumns did.
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Physiological parameters

The average leaf area of a single pinnately compound leaf was between
49.74 cm? (R-115) and 81.48 cm? (standard). The investigated clones showed
smaller leaf areas than the standard (Table 4).

The highest dry leaf mass was obtained with the standard clone. The
smallest value was obtained with clone R-115.

The smallest specific dry leaf mass was found in clone R-135 (76 mg
cm?), the greatest in the standard clone (101 mg cm2).

Table 4. Some morphological and physiological characteristics of black locust leaves

Clone Leaf area of whole Dry mass of Specific mass of dry
compound leaf (cm?2) 10 leaves (g) leaves (mg/cm?)

Standard 81.48 a 8.26 a 101

R-56 61.84 be 542 b 87

R-135 73.52 ab 564 b 76

R-54-1 62.27 ¢ 5.66 b 90

R-115 49.74 d 4.80 b 96
Average 65.77 5.96 90

Note: Means with the same letter within columns did not differ significantly at pP within columns
did lumns did.

Concentration of photosynthetic pigments

The highest concentration of photosynthetic pigments was obtained with
clone R-56 (Table 5). According to the pigment concentration, all clones were
classified into two groups, i. e., the group with the highest pigment concentra-
tion (R-56) and the group that included all other clones. The chlorophyll a:b
ratio was about 5:1.

Table 5. Concentration of photosynthetic pigments (mg/g dry matter) and rates of photosynthesis
and respiration (umolO,cm~2h-1) for five black locust clones

Clone Chl. a Chl. b Chl a+b  Carotenoids S}I/)I?t(l)lt:s_is res‘;‘;‘;ﬁon
Standard 375 b 0.83 ab 464 b 333 b 201 ¢ 177 b
R-56 462 a 0.94 a 5.56 a 399 a 383ab 298 ab
R-135 404ab  085ab  488ab  352ab  3.19 be 418 a
R-54-1 348 b 0.63 be 412 b 3.14 b 469 a 3.90 a
R-115 3.5 b 0.57 ¢ 411 b 327 b 277be 3.2 ab
Average 3.89 0.76 4.66 3.45 330 3.19

Note: Means with the same letter within columns did not differ significantly at pP within columns
did lumns did.
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Photosynthesis and dark respiration

The data related to the rate of photosynthesis and dark respiration are
summarized in Table 5. The highest rate of photosynthetic oxygen evolution
was obtained in clone R-54-1 (4.69 umolO,cm~h'). Clones R-135 and R-54-1
could be separated from the others by the highest dark respiration (—4.18 and
-3.9 umolO,cm~?h-!, respectively).

Concentration of macronutrients and Na

The differences among the clones in the concentrations of the investiga-
ted elements are presented in Table 6.

Table 6. Foliar concentration of N, P, K, Ca and Na (mg g-! dry matter) for five black locust
clones

Clone N P K Ca Na
Standard 28.67 b 0.55 b 475 a 22.00 b 0.65 a

R-56 3042 a 0.71 a 483 a 23.00 b 0.70 a
R-135 28.03 b 0.53 b 2.67 bc 34.00 a 0.75 a
R-54-1 26.48 ¢ 041 ¢ 333 b 31.00 a 0.72 a
R-115 2447 d 0.47 be 2.50 ¢ 25.83 b 0.62 a
Average 27.61 0.53 3.62 27.16 0.69

Note: Means with the same letter within columns did not differ significantly at pP within columns
did lumns did.

Nitrogen concentration was between 24.47 mg g! (R-115) and 30.42 mg
g ! (R-56). The N concentration found in clone R-56 was significantly higher
than those found in the other clones. Potassium content was between 2.50
(R-115) and 4.83 mg g!' (R-56). The average phosphorus content amounted to
0.53 mg g!, with the minimum and maximum values ranging between 0.41
mg g! (R-54-1) and 0.71 mg g! (R-56). According to the calcium content, the
clones were classified into two groups, with clones R-135 and R-54-1 having
significantly higher calcium concentrations than the others. The minimum and
maximum values for calcium were between 22.00 mg g' and 34.00 mg g!
(variability of 35%). The leaf sodium concentration was low, showing no
statistically significant differences among the investigated clones.

DISCUSSION

Variability within R. pseudoacacia species represents an important factor
in the selection of fast-growing genotypes. Therefore, it is absolutely essential
to define individual cultivars according to their physiological traits like net
photosynthetic rate per unit leaf area, stomatal conductance, chlorophyll con-
tent and total leaf area, particularly when significant correlation between the
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photosynthetic rate x total leaf area and growth traits is taken into account
(Mebrahtu and Hanover, 1991). There are abundant data showing the
possibility of improving the growth of the black locust by selection and bree-
ding for large leaf area, high rates of net photosynthesis, and low rates of dark
respiration (Mebrahtu et al.,, 1991). The selection aimed at the develop-
ment of high-yielding varieties (clones) requires the knowledge of leaf ana-
tomy. Leaf anatomy, stomata characteristics, and the organization of the photo-
synthetic and vascular tissues are important traits (Fromard et al., 1995).
Surveys of variability of these traits are focused on the selection of genotypes
with desirable traits.

The clone leaflets are amphystomatic while their stomata are of the
anomocytic type (Metcalfe and Chalk, 1957). Number and size of sto-
mata rely upon plant species, leaf position, leaf portion, and the environmental
conditions. Orlovié (1993, 1996) reported the existence of positive corre-
lations between the stomata number on one side and plant growth parameters
on the other in poplar species. Of the investigated clones, R-115 showed an in-
creased total number of smaller stomata. Such a number of stomata per area
unit and their small dimensions are characteristic for plants adapted to arid
conditions (Jankovi¢, 1990).

The lower epidermis anatomy of leaflets of the investigated clones and
the presence of leaf cells filled with tanniferous content are characteristic for
a large number of Leguminosae genera. The presence of hypodermis is note-
worthy when drought adaptability is discussed.

Since palisade and spongy tissues are most interesting from the produc-
tion aspect, blade thickness and mesophyll thickness undoubtedly point to the
photosynthetic traits and biomass production (Orlovié, 1993). Genotype
R-56 had significantly highest values of blade and mesophyll thickness compa-
red with all other genotypes except the standard.

The size of cells of the photosynthetic tissue is also important. The inner
photosynthetically active area size increases as the cell size decreases. An ear-
lier investigation confirmed that the more productive poplar clones have small
cells in the photosynthetic tissue (Orlovi¢ et al., 1994). Of the investigated
clones, clone R-56 showed the narrowest and consequently the most numerous
cells in the palisade tissue, taking into consideration their arrangement in a
layer, thus forming the greatest photosynthetically active area. Also, this clone
had the largest number of adaxial stomata, providing CO, to its palisade tissue.
The above points to a possibility of significant photosynthetic activity. Geno-
type R-56 which showed the thickest blade also had a smaller leaf area size
than the remaining genotypes. Since plant leaf area size significantly affects
the photosynthetic capacity and therefore productivity, it points to a signifi-
cant role of thickness, i. e., mesophyll volume, in photosynthetic productivity
(Ceulemans and Saugier, 1991).

The synthesis and accumulation of organic matter are achieved by the
process of photosynthesis, and thus the influence of factors determining plant
productivity could be better assessed if photosynthetic potential of individual
leaves is determined (Bugbee and Salisbury, 1988; Pajevic et al,
1999b). Investigations of genotypic variation in photosynthesis and transport
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include both physiological and anatomical factors. The structural organization
of leaves represents a significant factor for interpretations of these processes
(Kubinovd, 1994; Syvertsen et al, 1995). According to the results in
this study, it seems that clone R-56 possesses the ability for high organic
productivity, as confirmed by the high photosynthetic rate. Compared to the
others, clone R-56 developed the thickest leaves, with the highest mesophyll
volume. This clone was also characterized by the highest concentration of
photosynthetic pigments. According to Kebede et al. (1992), the structural
and functional organization of the vascular tissue is significant from the aspect
of assimilate transport and final yield. Clone R-56 possesses well-developed
main vein vascular bundles, just like the standard. Nevertheless, it is difficult
to reliably define genotypic specificity for photosynthetic activity since this
process is significantly affected by many factors. Austin (1993) reported
that difficulties in standardizing the status of a photosynthetic organ are due to
its age, time of measurement, and some abiotic factors, so the possible diffe-
rences could not be ascribed exclusively to the genotype.

Although photosynthesis has been the focus of much measurement and
modeling, little is known about plant respiration Mitchell et al., 1999), a
process essential for the construction of new tissues and for the maintenance
of existing tissues (Bolstad et al., 1999). Increased efficiency of respiration
is the main objective in defining genotypes with desirable traits (Penning
de Vries, 1975). Compared with the rate of photosynthesis, interclonal di-
vergence was more pronounced for dark respiration rate. Overall, leaf respira-
tion ranged between —1.77 (standard) and —4.18 (R-135) umolO,cm?h-!. Com-
pared with standard, the other clones were divided into two groups. Highest
respiration rates were recorded in clones R-135 and R-54-1. Studying interspe-
cific and environmentally induced foliar respiration variations in deciduous
tree species, including Robinia pseudoacacia, Mitchell et al. (1999) reve-
aled considerable interspecific variability. These authors also reported that re-
spiration rate varied vertically through the canopy (with light gradient). Hence,
these factors, among others, must be taken into consideration when studying
leaf respiration.

The mineral composition of genotypes from the same habitat and envi-
ronmental conditions is frequently specific, representing a genotypic characte-
ristic (Sari¢ and Loughman, 1983). Therefore, the determination of mi-
neral composition in selection and breeding programs offers a more detailed
picture of the ability of an individual clone to assimilate the available nutri-
ents.

Differences are present in physiological and biochemical properties of
macronutrients (Kastori, 1983). The requirements for macroelements and
microelements have been studied in detail in field crops, whereas only limited
data are available on the locust tree.

Nitrogen (N) is necessary for the formation of important components of
proteins and chlorophyll, thus directly affecting plant photosynthetic perfor-
mance. The supply of N to the forest trees relies upon factors controlling orga-
nic matter decomposition and the release of mineral N (Harris and Riha,
1991). Also, R. pseudoacacia is N-fixing plant (leguminous tree) and the amo-
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unt of N taken up and accumulated in the shoots of a plant significantly incre-
ases with inoculation (Rohm and Werner, 1992; Turk et al., 1993).

By comparing the obtained results on the concentration of individual ele-
ments in the locust leaflets with those of woody plants like plum, apple, and
pear (Bergman and Henbert, 1976), correspondence may be established
for N and Na, whereas significantly lower Ca and P contents were reported for
the locust tree. The characteristic concentration ratios of individual elements in
the locust tree (N:P = 10:1 and Ca:K = 5:1) are different (N:P = 50:1 and
Ca:K = 10:1 in most of the studied clones and Ca:K = 5:1 in the standard and
R-56). The extremely high leaflet N accumulation in clone R-56 concurrent
with a high P accumulation give priority to the selection of genotypes having
favorable leaf area and mass, i. e., leaf specific mass since contents N and P,
as biogenic elements, significantly affect the leaf area and mass. In addition, N
and P concentrations in the leaf tissue vary throughout the growing season
(Vogel and Dawson, 1993).

Phosphorus concentrations in different plant species range from 0.05 to
1.0%. An extremely low value, amounting to 0.05% on the average, was obtai-
ned in the surveyed leaflets of the black locust genotypes. The effect of abiotic
factors on P accumulation in leaves is significant, particularly in the legumino-
us trees where legume rhizosphere and acidification and consequently an incre-
ased N and P availability to crop trees are present (Gillespie and Pope,
1990). In spite of that, significant genotypic specificity of leaf P concentration
was evident.

Field and vegetable crops and the fruit plants have the potassium content
between 1 and 2.5%. Forest species (fir, pine, and birch) possess considerably
lower potassium concentrations ranging from 0.1 to 1.0%. Irrespective of clo-
ne, the obtained potassium concentration in black locust leaves was 0.36%. K
and Cl ions in leaf cells considerably affect turgor shift and together with Ca
considerably affect the structure and function of cell walls Moysset et al.,
1991).

Calcium uptake relies on a large number of abiotic factors (Wiersum,
1979). The effect of Ca on the soil physical and chemical properties is impor-
tant since it influences the acidity and P availability. Reduced Ca causes an in-
creased N2-fixing capacity of a symbiont (Liu and Deng, 1991). A com-
plex physiological role of Ca primarily implies the maintenance of the structu-
re and function of cellular membrane, enzyme activation, and so on. Total Ca
in plants ranges from 0.5 to 3.0% in dry mass. Plant Ca content does not show
actual plant requirements for this element. Instead, a large amount of Ca, in
old leaves in particular, is bound as Ca-oxalate. The investigated black locust
clones showed a high leaf Ca of 2.7% on the average.

Sodium belongs to the group of useful elements since its presence may
have a favorable impact on the growth and development of cultivated plants
(sugarbeet, etc.) while no data are available for forest plants like the black lo-
cust. The recorded average Na concentrations in black locust leaves were quite
low, amounting to 0.068%.
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CONCLUSION

Of the investigated black locust clones, clone R-56 was distinguished for
the highest N, P, and K accumulation, the largest mesophyll volume and the
highest pigment concentration. We concluded that clone R-56, although with-
out a remarkable leaf area, possesses the ability for high photosynthetic pro-
duction. Selection of potential parents in a plant breeding program requires
wide and comprehensive physiological and anatomical analyses of available
genotypes.
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BAPUJABUJTHOCT AHATOMCKO-®U3NOJIOIIKNX OCOBUHA
KIIOHOBA BAT'PEMA (Robinia pseudoacacia L.)

Cama C. Opnosuh!, Cnobonanka I1. IMajeBuh?, bopusoj b. Kpcruh?,
Jbuwmwana C. Mepkynos?, Hatamra I1. Hukonuh2, Aumpej P. IMuiunosuh!
I Vuusepsurer y HoBom Cany, IMosonpuBpenHu (haxyirter,
HMHctutyt 3a TononapctBo, AHToHa Yexosa 13, P.O. Box 117,
21000 HoBu Can, CLTI. e-mail: sasao@polj.ns.ac.yu
2 Vuusepsuret y HoBom Cany, [IM®, [lenapT™MaH 3a OMOJIOTHjY U €KOJIOTH]Y,
Tpr Hocureja O6panosuha 2, 21000 Hosu Can, CLT’

Pesnme

BapujadunHoct yHytap Bpcre R. pseudoacacia L. nipencraBmba BaxaH (axkTtop y
CeJIEKIIMjU TeHOTHUIIOBA KOjU C€ KapaKTepuIly Op3uM pacToM M BEJIMKOM OPraHCKOM
npoaykurjom. Crora je BeoMma Ba)kKHa MIOSHTU(MKAIMja CYIEPUOPHUX I€HOTHUIIOBA Ha
OCHOBY HHMXOBUX aHATOMCKUX U (PM3UOJOIIKUX OCOOMHA.

OBaj pan mpejcTaB/ba pe3y/TaTe UCTpaKMBarba TeHOTUTICKE BapUjaOMTHOCTH TJIaB-
HMX aHAaTOMCKMX MapameTapa (bpekBeHlMja, Iy)KWHA U LIMPUHA CTOMA, Ne0/bUHA JIU-
cke m3Mel)y HepaBa, meOJbMHA JIMCKEe Ha TJIaBHOM HEpBY, AcO/bMHA Me30guiIa, TyKIUHA
M LIMPUHA TPOBOAHOr cHomuha IJIaBHOTI HepBa) U (DU3MOJIOIIKUX OCOOMHA (JMCHA
MOBpIIIMHA, caapxkaj HOoTOCUHTETUUKMX nurmeHara u canpxkaj N, P, K, Ca, Na) kox
ner kjoHoBa Oarpema (Robinia pseudoacacia L.). YTBpheHa je 3HauajHa BapujaOuI-
HOCT TIpoydyaBaHUX mapameTtapa Mel)y xiroHoBuma. Kimon R-56 je mmao HajBehy koH-
ueHntpauujy N, P u K, ne6puHy Me30(hniia 1 KOHLUEHTPALUjy MUIMeHaTa. 3aKJby4uiin
cMo 1a KJIoH R-56 mocenyje ocodbuHe Koje oMmoryhaBajy BUCOKY OpraHCKY ITPOAYKIIU]Y.
Jlobujenu pesyntatu Ouhe ynoTpeO/beHU y CEeKLUju.
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NUTRITION OF PHEASANTS UNDER CONDITIONS
OF INTENSIVE AGRICULTURAL PRODUCTION
IN THE VOJVODINA PROVINCE

ABSTRACT: We examined the content of crops in 672 pheasants of both sexes. The
pheasants have been shot at all seasons of the year in different hunting grounds in the Voj-
vodina Province. Out of total number of pheasants, 145 were shot in the spring, 128 in the
summer, 229 in the fall and 179 in the winter. The examined pheasant crops contained
mostly the seeds of weeds and grasses (62.2%), culminating in the fall (67.7%), and green
feed (61.6%), culminating in winter and spring (79.8% and 70.4%, respectively), while the
other kinds of feed were found in a considerably smaller number of pheasants. According to
the average number of consumed particles, the seeds of weed and grass were in the first
place (374 pheasants), culminating in the fall (431 pheasants), while the numbers of partic-
les of other feeds were considerably lower, from 78% to 93%. According to quantity, corn
was in the first place with the annual average of 8.4 g that culminated in the winter (11.3
g). The average proportion between the herbal and animal parts in feed was 99.6 : 0.4 g in
favor of the herbal feed, with seasonal variations from 99.2 : 0.8 g in the summer to 99.9 :
0.1 g in the winter. Analyzing herbal proportions in feed, we saw that generative plant parts
prevailed over the vegetative parts (92.0 g and 7.6 g, respectively). The percentage of ani-
mal parts present in the rations of pheasants was reduced over last 30 years from 33.5% to
0.4%.

KEY WORDS: intensive agriculture, nutrition, pheasant

INTRODUCTION

It is known that one of the basic factors that influences game populations
in hunting grounds located in level open lands is the availability of different
feed resources, of both herbal and animal origin. However, the meliorative ac-
tions and modern cultural practices applied in recent decades have changed the
steppe into intensively cultivated agricultural land. Major agricultural crops li-
ke wheat, corn and barley have been replaced by crops that are more intere-
sting for the market such as sugarbeet, sunflower and soybean, which has cau-
sed reductions in the number of herbal species. Intensive land management re-
strains the production of secondary plants (weeds) in favor of economically
more important plants used for nutrition of humans and domestic animals.
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Additionally, agrochemical practices (application of agricultural chemicals and
mineral fertilizers) tend to reduce the production of components of game feed
(HanusS and FiSer, 1983; Jovanovid, 1998; Tocka, 1983; Za-
bloudil, 1984, 1986) like insects, mollusks and worms. Some authors think
that the modern reorganization of plant production may be defined as a major
change of the environment for the wild game (Libosvar, 1955).

The intensive plant production caused reductions in the numbers of diffe-
rent game species in the hunting grounds of the Pannonian plain (Havasi and
Varadi, 1988). Therefore, we decided to examine the nutrition of pheasants
in the Vojvodina Province under the prevailing ecological conditions in order
to assess possibilities of helping the game by improving management practices
in the hunting grounds.

MATERIAL AND METHODS

The study lasted for 10 years (1990—1999). The study material were the
contents of crops of 672 adult pheasants shot at all seasons of the year in dif-
ferent hunting grounds of the Vojvodina Province. The contents of crops were
examined in 145 pheasants in the spring, 128 in the summer, 229 in the fall
and 179 in the winter. The contents were investigated in laboratory. For every
season we examined the kind of feed (proportion of animal and plant parts),
number of particles (pieces), quantity of various feeds and seasonal changes in
feed composition. The obtained results were analyzed and tabulated.

RESULTS AND DISCUSSION
Table 1 presents the annual and seasonal frequencies of consumption of
various feeds. It can be seen that the seeds of weeds and grasses were consu-
med by the majority of the pheasants (62.2%) throughout the year, varying
from 56.5% in the summer and 67.7% in the fall.

Table 1: Seasonal frequency of intake of certain feeds in the period 1990—1999

Season
Total

Component Spring Summer Autumn Winter
Ne % Ne % Ne % Ne % Ne %
Green plant particles 102 704 61 47.6 131 572 120 70.8 414 61.6
Weed and grass seeds 85 586 72 565 155 67.7 106 623 418 62.2

Wheat 9 62 22 172 18 7.8 13 7.6 62 9.2

Barley 13 89 12 9.3 11 4.8 5 2.9 41 6.1

Corn 27 18.6 27 21.1 105 4538 45 265 204 304

Other cultivated plants 7 4.8 3 23 7 3.1 3 1.8 20 3.0
Sunflower 3 2.1 15 117 27 118 2 1.2 47 7.0
Fruits and roots — — 4 3.1 16 6.9 10 5.9 30 4.5

Animal feed particles 81 558 33 258 41 179 5 29 160 2338
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Green feed, i.e., vegetative plant parts, were in the second place accor-
ding to consumption frequency, with the annual value of 61.1% and seasonal
variations from 47.6% to 70.8%. These findings were in accordance with the
results of Tarasenko and Jovanovié¢ (1981), Havasi and Vara-
di (1988), and partially in accordance with the findings of Toc¢ka (1983).

Fruits (blackberries, elderberries, mullberries, etc.) and roots of some
plants were found in only 4.5% of the crops, 3.1% in the summer, 6.9% in the
fall and 5.9% in the winter.

Coleopterans, ant eggs and larvae, fly eggs, worms and other insects were
found in the crops of 23.8% of the pheasants. These findings were in accor-
dance with the findings of Havasi and Varadi (1988), Tocka (1983)
and Tarasenko and Jovanovié (1981) (Table 2).

Table 2: Average number of particles (number of seeds) in feed consumed per season in the pe-
riod 1990—1999

Component Spring Summer Fall Winter Year
Green plant Average 47 30 22 44 31
particles Variation 1—134 3—96 2—98 3—168 1—168
Weed and grass Average 112 301 431 108 347
seeds Variation 1—918 2—511 1—453 4—862 1—918
Com Average 25 12 34 38 31
Variation 1—107 1—49 1—159 1—182 1—182
Average 29 102 53 4 51
Wheat Variation ~ 2-73 2538  1-94 3138 1538
Barley Average 93 29 87 5 71
Variation 5—212 2—181 4—136 3—45 2—212
Sunflower Average 45 48 89 9 78
Variation 4—62 2—241 1—360 1—150 1—360
Other cultivated Average 23 37 14 3 49
plants Variation 14—324 2—58 1—16 1—5 1—324
Fruits and roots Average — 6—32 3—94 2—38 2—94
Variation — 6—32 3—94 2—38 2—94
Animal feed Average 15 13 2 2 11
particles Variation 1—207  1—269 1—44 2—8 1—269

It can be seen in table 2 that the largest average number of particles per
year consisted of the seeds of weeds and grasses (347 seeds), which ranged
from 431 to 108. These findings were in agreement with those of Nagy
(1972), Hanus$ and FiSer (1983), Tarasenko and Jovanovi¢
(1981) and Tocka (1983).

The average numbers of seeds of cultivated plants (wheat, barley, corn,
sunflower, soybean and broomcorn) found in the crops were considerably
lower and these could be found mainly during the times of seeding and har-
vest.

The average number of particles of green feed, i.e., vegetative plant parts,
was highest in winter and spring (44 and 47, respectively). This confirmed the
findings of Nagy (1972) and Tarasenko and Jovanovic¢ (1981).
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Plant fruits and roots were found in the crops during summer, fall and
winter, which was in accordance with the findings of Havasi and Vara-
di (1988).

The average numbers of particles of animal origin were highest in spring
and summer; the amounts of this kind of feed found during fall and winter
were practically negligible. These findings were in according with the findings
of most of the authors that had performed similar examinations in areas of in-
tensive agricultural production (Havasi and Varadi, 1988; Nagy, 1972;
Selmié¢ and Adamovié, 1959; Tarasenko and Jovanovid, 1981;
Tocka, 1983) (Table 3).

Table 3: Average weight of consumed feed (in grams) for the period 1990—1999

Component Spring Summer Fall Winter Year
Green plant AVerage 2.1 1.1 1.2 2.2 1.3
particles Variation ~ 0.1—0.6 0.1—14.1 0.1—5.1 0.1—8.5 0.1—14.1
Weed and grass Average 1.4 3.2 15.8 1.3 1.7
seeds Variation 0.1—6.5 0.1—146 1.7—247 0.1—22.5 0.1—24.7
c Average 7.0 4.2 7.7 11.3 8.4
orn
Variation  0.1—29.1 0.6—334 0.1—34.3 0.2—60.8 0.1—60.8
Average 1.3 7.3 29 0.7 2.5
Wheat ..
Variation 0.1—2.5 0.1—151 0.1—-35 0.1—4.0 0.1—15.1
Average 35 1.2 5.7 0.2 3.0
Barley o
Variation 1.3—94 0.1—4.8 02—83 0.1—-204 0.1—204
Average 3.6 33 10.3 2.0 7.2
Sunflower o
Variation 0.1—-72 0.1—163 0.1—225 0.1—88.6 0.1—88.6
Other cultivated Average 0.9 0.2 0.6 0.3 0.5
plants Variation  0.3—18.7 0.1—1.6 0.1—1.0 1.1—32 0.1—18.5
. Average — 12.4 16.5 1.2 32
Fruits and roots o
Variation — 1.3—19.2 0.3—225 0.1—-9.7 0.1—-22.5
Animal feed Average 0.6 0.8 0.2 0.1 0.4
particles Variation 0.1—42 01—48 0.1—1.8 0.1—-03 0.1—4.8

According to the average annual quantitative data shown in this table, the
first group consisted of corn (8.4 g) and sunflower (7.2 g) although these amo-
unts were far behind the number of seeds of weeds and grasses. These fin-
dings were in accordance with the results of Tarasenko and Jovano-
vié¢ (1981) for the Vojvodina Province and the results of Havasi and
Varadi (1988) for the Hungarian plain. The second group consisted of
wheat (2.5 g), barley (3.0 g) and roots (3.2 g). The third group consisted of se-
eds of weeds and grasses (0.17 g) and green feed (1.3 g). These findings were
in accordance with those of Tarasenko and Jovanovié¢ (1981), Ha-
vasi and Varadi (1988), Libosvar (1955), Nagy (1972), Tocka
(1983) and Zabloudil (1984, 1986). The last group consists of animal
feed, with the annual average of only 0.4 g.

84



Table 4 shows the results of the analysis of seasonal changes in the feed
of adult pheasants.

Table 4: Seasonal composition of feed of adult pheasants

Of which .
Season Green plant feed - - Animal feed
Generative parts  Vegetative parts
Spring 99.4 95.6 3.8 0.6
Summer 99.2 91.6 7.6 0.8
Fall 99.8 89.9 9.9 0.2
Winter 99.9 96.9 3.9 0.1
Year 99.6 92.0 7.6 0.4

While feeds of herbal origin were present throughout the year (99.6%),
the feed of animal origin was present in the nutrition of pheasants from the
hunting grounds in the Vojvodina Province with only 0.4%. Generative parts
predominated in the feeds of plant origin. Those were mostly seeds; flowers
and buds were preset in small quantities.

Analyzing the pheasant crop contents in this study, it could be noticed
that the nutrition of pheasants became phytophagous for the entire year, evi-
dently due to the previously described environmental changes. These changes
in the living environment were so chaotic and fast in the last decade that the
game could not adapt to them (Libosvar, 1955). The intensity of these
changes is illustrated by the facts presented in Table 5.

Table 5: Changes in the proportion of plant and animal feeds observed in hunting grounds over
the period of 30 years

Year and author 1959 1976 1981 1988 1991
Selmié Hanus-FiSer Tarasenko et al. Havasi et al. Our findings

Green plant feed 66.5 75.5 91.7 98.6 99.6

Animal feed 335 24.5 8.3 1.4 0.4

The studies of the changes in the type of feed, performed over last 30
years by Selmié¢ and Adamovié (1959) and Tarasenko and Jo-
vanovic¢ (1981) in the Vojvodina Province, Hanu$§ and FiSer (1983)
in Slovakia and Havasi and Varadi (1988) in Hungary, confirmed that
in the period from 1959 to 1991 the average annual proportion of the animal
part in the pheasant feed dropped from 33.5% to only 0.4%. It means that the
pheasants may be considered as having become phytophages. This fact cer-
tainly influences the life and survival of pheasants in the Vojvodina hunting
grounds. In the first weeks of their life, young pheasants are given feed of ani-
mal origin, so the current situation influences the actual annual growth rate of
pheasants in nature. In the case of adult pheasants, which have to satisfy all
their needs by consuming plants, it has not been determined how this undiffe-
rentiated nutrition influences their growth and change in body weight. This
problem should be addressed by experts in this field.
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CONCLUSION

Contents of crops of 672 adult pheasants of both sexes were examined
over the 10-year period (1990—1999). Laboratory analyses of the contents
produced the following results.

The crops of the majority of the pheasants mostly contained the seeds of
weeds and grasses (62.2%), culminating in the fall (67.7%), and green feed
(61.6%), culminating in winter and spring (70.8% and 70.4%, respectively).
The other feeds were found in a considerably smaller number of pheasants
(Table 1).

The annual average number of consumed feed particles was 8.4 g, culmi-
nating in the winter (11.3 g) although the number of field crop seeds was abo-
ut 90% lower than the number of weed and grass seeds (Table 3).

The average annual proportion between plant and animal parts in feed
was 99.6 : 0.4 in favor of plant feed, with the seasonal variations from 99.2 :
0.8 g in the summer to 99.9 : 0.1 g in the winter (Table 4).

The presence of feed of animal origin in pheasant rations was reduced
over last 30 years from 33.5% to 0.4%. This is an indication of an unfavorable
ecology of the hunting grounds of the Vojvodina plain with regard to pheasant
nutrition.
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NCXPAHA ®A3AHA V YCIIOBUMA MHTEH3UBHE PATAPCKE
IMPOU3BOAIBLE ¥V JIOBUILITUMA BOJBOAWHE

Bojucnas Josanosuh, Jlymran Opauh
Pesume

V toky 10 romnHa MCIIUTHMBAH je caapikaj BojbKe Kox 672 ¢dasana oba moia. Da-
3aHU Cy ONCTPEJbMBAHM TOKOM Ilejie TOIWHE Ha pa3HUM peBUpPHMMA JIOBUINTAa BojBomm-
He, 1 To 145 daszana Tokom mposeha, 128 y Toky yiera, 229 TokoMm jecenu u 170 To-
KoM 3uMe. YTBpheHO je na ce y BoJbIlM TOKOM TrojiivHe Kol Hajseher Opoja ¢azaHa Ha-
J1a3M ceMe KopoBa u Tpasa (62,2%) ca KyIMHHALKjoM Y jeceH (67,7%) u 3ejieHa XpaHa
(61,6%) ca xkyamuHaijoM y Toky 3ume (70,8%) u mponeha (70,4%), mok ce ocraie
BpCTE XpaHe Haja3e Ko 3HaTHO Mamber Opoja ¢azana. I1lo mpoceuHoMm Opojy KOH3yMM-
paHMX YecTWlla Ha MPBOM MECTy ce Haja3u ceMe KopoBa M Tpasa (374) ca KyJIMHUHa-
uujoM y jecen (431), mok je 6poj yecTulia Apyrux BpcTa xpaHe mambu 3a 78% mo 93%.
ITo Macu Ha MPBOM MECTY je KYKypy3 ca FOAUIIUM MPOceKoM 8,4 g U KyJIMUHALKjOM
y Toky 3ume (11,3 g). OnHoc u3melly OMbHOT M AaHUMAJIHOT [ieja XpaHe WU3HOCU Yy
npoceky 99,6:0,4 g, ca cesoHckuM Bapujauujama ox 99,0:0,8 g y Toky sieta no 99,9:0,1
Yy TOKY 3MM€ Y KOpUCT OMJbHE XpaHe. Y OMJbHOM Jiely XpaHe TpeoBial)yjy reHepaTuB-
HU nenoBu Owbaka (92,0 g) nanm BeretatuBHuMa (7,6 g). [lponeHar 3acTyrybeHOCTH

aHMMAaJIHOT Jejia XpaHe y OoOpoKy phazaHa cMarbeH je TOKOM mocienmux 30 rommHa ca
33,5% na 0,4%.
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